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ABSTRACT
Liver is the largest organ in the body and performs a wide variety of
functions. The depth of understanding of control of gene expression in
hepatocytes is better understood than any other cell type in the body.
Retinoic acids (RA), including all-trans and 9-cis retinoic acids, are the
bioactive components that bind and activate their cognate nuclear
receptors to regulate target genes.
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The RA signal is transduced by two families of nuclear receptors, the
retinoic acid receptors (RARs) and the retinoid X receptors (RXRs),
which function as RXR/RAR heterodimers. Each family consists of three
isotypes (α, β and γ) encoded by separate genes. RA receptors primarily
act through direct association with specific DNA sequences, known as
retinoic acid receptor response elements (RAREs) or retinoid X receptor
response elements (RXREs), in the regulatory regions of target genes. In
liver, RA regulates the expression of many liver-specific genes and plays
a crucial role in hepatocyte differentiation, proliferation and apoptosis.
Alpha-fetoprotein (AFP) is a large serum glycoprotein belonging to
the intriguing class of onco-developmental proteins. The AFP gene has
been extensively studied to understand how its gene expression is
controlled in liver and how it is modulated during development and
cancerogenesis. During liver development, AFP expression starts in the
visceral endoderm, in the presumptive territory of the liver, and is
maintained in liver until birth, but resumes expression upon liver
regeneration and cancerogenesis. It has been shown, in various
experimental models, that AFP expression is regulated mainly at the
transcriptional level. Five cis-acting elements that regulate AFP
expression, the promoter, silencer, and three upstream enhancers, have
been identified and characterized using transgenic mice and in vitro
studies. The AFP promoter, covering a region of ∼ 250 bp, is regulated
by tissue-specific activators such as HNF1, C/EBP, Nkx2.8 and FTF, as
well as by ubiquitous factors such as NF1. Promoter activity is limited to
tissues producing AFP, indicating that this region contributes to tissuespecific expression. The three upstream enhancers are typical enhancers
and can confer AFP promoter activity, as well as confer activity to
heterologous promoters. Like the AFP promoter, the enhancers are tissuespecific and are not active in non-hepatic cells. Silencers are localized
between the promoter and enhancers of the AFP gene, and play the
critical role in suppression of the AFP gene transcription after birth.
RA regulates AFP gene expression in embryonic carcinoma and
hepatoma cells. The influence of RA on AFP gene expression can be
carried out both by means of HNF induction and through the hormonereceptor complex binding to the corresponding regulatory elements in the
AFP promoter. Three RARE-like sequences, located in the 5´-flanking
region of the rat AFP gene, have been identified that are specifically
recognized by RARs and RXRs. These cis-acting elements enhance the
transcriptional activities of the rat AFP promoter. In addition, a novel cisacting element, designated as DAS, in the 5'-flanking region of the AFP
gene has been identified. This DAS sequence can be specifically
recognized by AUF1 RNA-binding proteins in AFP-producing hepatoma
cells and RA-induced AFP-producing F9 cells.
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1. GENES REGULATED BY RETINOIC ACID
IN LIVER CELLS
Liver performs a wide variety of functions that are essential for the
preservation of homeostasis in the organism. These functions include the
synthesis of serum proteins and hormones, metabolism of nutrients,
xenobiotics and systemic waste products, metabolism of lipids, bile acids
and lipoproteins, storage and usage of glucose, bile formation, and
neutralization of foreign antigens and microbes from the gut.

1.1. Liver Function and Gene Expression
During the latter half of the 20th century, facilitated by the explosion
of molecular biology, our depth of understanding of the control of gene
expression in hepatocytes became highly advanced. Many key
technologies used to investigate cell function, including the production of
cDNA libraries, electromobility shift assays (EMSAs) to identify DNA
binding proteins, and in vivo DNA footprinting to identify the occupancy
of transcription factors within promoters, were first established in studying
liver function. Most of these advances, whether in understanding control of
gene expression or cell proliferation, described fundamental mechanisms
that are applicable to all aspects of biology.
Liver is second only to brain in transcriptome size, with 25% to 40%
of human genes expressed in this multifunctional heterogeneous organ.
However, the number of functionally significant transcripts in humans is
unknown and may exceed 100,000 (Velculescu et al. 1999.). Probably the
best estimate of the total number of mRNA transcripts is provided by the
number of non-redundant GenBank UniGene clusters, currently greater
than 96,000 (www.ncbi.nlm.nih.gov/UniGene/). At least 15,000 of these
clusters contain expressed sequence tag sequences isolated from liver
tissue. However, comparatively few genes have been characterized
specifically in liver tissue or liver cells. Transcriptional profiling in liver
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disease generally uses a global survey approach ensuring that the gene
expression analysis will consider the diverse cellular interactions (Liotta
and Petricoin 2000.). This approach is necessary because many forms of
liver disease have no suitable in vitro models and the study of whole liver
is commonly used to understand disease pathogenesis.

1.2. Retinoic Acid and Regulation of Gene Expression
Retinoic acid (RA), an active metabolite of vitamin A, belongs to the
retinoid family and includes the isoforms all-trans retinoic acid (ATRA)
and 9-cis retinoic acid (9-cis-RA). RA is involved in various physiological
processes, such as embryonic development, reproduction, vision, cell
growth, differentiation, apoptosis, and inflammation (Marletaz et al. 2006;
Zhou et al. 2012; Zhou et al. 2011.). The effects of RA are mediated
through its binding to retinoid receptors, which are members of the nuclear
receptor family. Retinoid receptors share the same modular structure as
other nuclear receptors, with the main modules being the DNA binding
domain (DBD), which confers sequence-specific DNA recognition, and a
ligand-binding domain (LBD), which also harbors a ligand-dependent
activation function AF-2 and a major dimerization interface (Laudet and
Gronemeyer 2002). Retinoid receptors can be divided into two subgroups:
RA receptors (RARs) and retinoid X receptors (RXRs). In vertebrates,
there are generally three RARs and three RXRs (α, β, and γ) with RARs
binding to ATRA and 9-cis RA, and RXRs binding to 9-cis RA with high
affinity, but not to ATRA.
The transcriptional activation by RAR is dependent on the formation
of an RAR/RXR heterodimer, which occurs at two interfaces: (1) the LBD
interface, which is independent of the DNA binding activity of the
complex, and (2) the DBD interface, which is involved in the recognition
of response elements on DNA. The dimerization interface found in the
LBD further stabilizes, but does not change, the binding repertoire directed
by the DBDs (Mader et al. 1993; Perlmann et al. 1996.). The precise
heterodimerization surfaces of RAR and RXR in the DBD have been
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determined by extensive structure–function analyses (Zechel et al. 1994;
Zechel et al. 1994.). Within the RXR protein, the second zinc finger forms
a surface that interacts with the second zinc finger of RAR bound to a
retinoic acid response element (RARE) on the target DNA. The DNA
response element for RAR/RXR consists of two or more degenerate copies
of the (A/G)G(G/T)TCA or of the more relaxed (A/G)G(G/T)(G/T)(G/C)A
half-site motif organized in direct repeats or palindromes normally
separated by a nucleotide spacer (Balmer and Blomhoff 2005). In addition
to DR5 (direct repeat with a five-nucleotide spacer), RAR/RXR
heterodimers are able to regulate transcription from DR2 (two nucleotide
spacer) and DR1 (one nucleotide spacer) elements (Durand et al. 1992;
Smith et al. 1991.). When bound to DR2 and DR5 elements, the 5‘ half-site
is occupied by RXR and the 3‘ half-site by RAR (Perlmann et al. 1993;
Predki et al. 1994.). In contrast, when bound to DR1 elements, the polarity
of the heterodimer is inverted (5‘-RAR-RXR-3‘) and the complex is
unresponsive to RA stimulation, probably due to the inability of RAR
ligands to induce the dissociation of co-repressors (Kurokawa et al. 1994.).
Over the last few decades, more than 500 genes have been identified as
being regulatory targets of RA. In some cases, direct regulation has been
demonstrated to be driven by liganded RAR/RXR heterodimers bound to
RAREs. In most cases, though, the regulation of the proposed gene target
is indirect, occurring through intermediate transcription factors or nonclassical associations of receptors with other proteins. Of the target genes
suggested, 27 were found to be direct targets of the classical RAR/RXRdependent RARE pathway and another 100 were good candidates for being
direct targets (Blomhoff R and Blomhoff HK 2006.). Moreover, a
microarray-based screen in zebrafish embryos identified both positive and
negative RA targets in vivo [Feng L et al. 2010.]. This screen identified
genes previously reported to be regulated by RA, as well as novel RAresponsive genes, such as Dhrs3a (a member of the SDR family), which
functions to limit RA signaling in the CNS by catalyzing the reduction of
retinaldehyde to retinol (Feng et al. 2010.). Finally, using a chromatin
immuno-precipitation on chip (ChIP on chip) approach in MCF-7 breast
cancer cells, Hua et al. recently identified genomic RAR targets (Hua et al.
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2009). With this ChIP on chip analysis, Hua et al. defined a total of 1,413
genes that were significantly regulated by either RA or paralog-specific
RA agonists. Analysis of the distribution of RAR binding sites showed that
the vast majority of these novel RAREs are located either in introns or in
so-called promoter-distal intergenic regions locating distance from the
actual RA target gene (Hua et al. 2009).

1.3. Retinoic Acid in Liver Cells
Liver is quantitatively the most important storage site for retinoids in
the body (Blaner and Olson 1994; Blomhoff et al. 1991; Goodman and
Blaner 1984). It is also quantitatively the most important tissue site of
postprandial retinoid uptake in the body, accounting for uptake of 66–75%
of all of dietary retinoid that is absorbed by the intestine (Blaner and Olson
1994; Blomhoff et al. 1991; Goodman and Blaner 1984), and liver is the
major organ site for synthesis and secretion of retinol-binding protein
(RBP), accounting for 70–80% of all RBP that is normally present in the
circulation (Goodman and Blaner 1984; Soprano and Blaner 1994). In the
fasting circulation of retinoid-sufficient animals, RBP maintains constant
circulating levels of retinol, assuring continuous retinoid delivery to target
tissues (Goodman 1984; Soprano and Blaner 1994; Tsutsumi, et al. 1992).
Because of its large role in each of these processes, liver is the central
organ in the body involved in retinoid storage and metabolism.
The liver is also an important target organ for retinoid action. The three
retinoic acid receptors (RARα, RARβ, and RARγ) are expressed in the
liver, as are the three retinoid X receptors (RXRα, RXRβ and RXRγ)
(Hellemans et al. 2004). The importance of retinoid signaling for
maintaining a healthy liver is evidenced by many observations. For
instance, transgenic mice, which express in a hepatocyte-specific manner a
dominant-negative form of RARα that ablates retinoic acid and RAR
signaling, are predisposed to spontaneously developing hepatocellular
carcinoma (Yanagitani et al. 2004). There also are established associations
between hepatic disease development and impaired hepatic retinoid storage.
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The progressively worsening stages of hepatic disease observed for
alcoholic patients are associated with increasingly diminished hepatic
retinoid stores. Thus, retinoids are needed for maintaining normal hepatic
health, and hepatic retinoid stores are adversely affected by liver insult and
injury.

2. AFP GENE AND PROTEIN STRUCTURE,
AND TRANSCRIPTION PRODUCTS
In 1963, an antigen specific for a chemically-induced murine hepatoma
and for human hepatocellular carcinoma (HCC) was first discovered
(Abelev 1963; Tatarinov 1963). This antigen was not present in normal
adult kidney, spleen or blood serum, but was detected in mouse and human
embryonic liver, amniotic fluid, and blood serum. This antigen was shown
to electrophoretically belong to the α-globulin fraction, and it eventually
became clear that liver cancer cells produced and secreted into the blood an
embryo-specific α-globulin that was initially named αF in mice and ESAglobulin in human. The newly revealed antigen was identical to the protein
discovered in human fetuses (Bergstrand and Czar 1956), and later, in
1970, this antigen was named “alpha-fetoprotein” (AFP). Since then, AFP
has been long recognized as the first oncodevelopmental biomarker.
Currently, AFP is considered as a “golden standard” among tumor-specific
molecular biomarkers (Debruyne and Delange 2008).

2.1. Protein Structure of AFP
AFP is classified as a member of an albuminoid gene family, which
consists of four members to date: albumin (ALB), vitamin D-binding
protein (DBP), AFP, and alpha-ALB (αALB), the latter termed afamin in
humans (McLeod et al. 1989; Lichenstein et al. 1994.). Members of the
albuminoid gene family are evolutionary closely related and originate from
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common ancestor (Beatie et al. 1982). So far, the primary structure of fulllength AFPs has been reported from thirteen mammalian species
(UniprotKB/Swiss-Prot knowledge base), including human, mouse, rat,
rabbit, and guinea pig (Deutsch 1991; Mizejewski 1995, Morinaga et al.
1983; Dudich et al. 1999). AFP is a glycoprotein with a molecular weight
ranging from 68 to 73 kDa depending on carbohydrate content and
biological origin. Being a secreted protein, AFP is synthesized as a
precursor that undergoes post-translational processing with cleavage of the
signal peptide, which is composed of 19 amino acid residues, and an
additional 590 residues representing the mature protein (Morinaga et al.
1983, Pucci et al. 1991; Dudich et al. 1999).
The albuminoid gene family members display structural similarities,
homologous amino acid sequence stretches, and similar cysteine disulfide
bridge clusters. These proteins exhibit similar spatial organization and
consist of three homologous domains (I–III), each of which, in turn,
consists of two globular subdomains (IA, IB, IIA, IIB, IIIA, IIIB) linked by
15 regular-arranged disulfide bonds (Luft and Loscheider 1983; He and
Carter 1992.).

2.2. Function of AFP
In a number of experimental models in vitro and in vivo, AFP from
different biological species has been shown to exhibit various types of
biological activity. AFP is known to bind and transport a multitude of
ligands, including bilirubin, fatty acids, retinoid, steroids, heavy metals,
dyes, flavonoids, estrogens, phytoestrogens, dioxins, and various organic
drugs (Mizejewski 1995; Mizejewski 1997). Estrogen-binding activity of
AFP is of crucial importance because this ability may represent a
significant regulatory mechanism during embryonic development, since
AFP may be involved in regulation of concentrations of free, active forms
of hormones in vivo. The most successful results in studying AFP
estrogen-binding activity were obtained by a group of French researchers,
led by J. Uriel, who demonstrated high-affinity binding of both free and
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immobilized estrogens to rodent AFPs (Soloff et al. 1972; Uriel et al. 1972;
Uriel et al.1975; Uriel et al. 1976; Nishi et al. 1991; Milligan et al. 1998).
This might protect fetal tissues from circulating maternal estrogens and
prevent degradation of hormone molecules.
Evidence indicates that AFP can regulate the immune response. It has
long been experimentally demonstrated that AFP is able to interact with
macrophages to decrease their phagocytic activity and expression of Ia
antigen (Lu et al. 1984; Atemezem et al. 2002.). Also, AFP inhibits activity
of natural killer (NK) cells (Peck et al. 1982; Cohen et al. 1986.), reduces
proliferation of T-lymphocytes stimulated by ConA and PHA with
reduction of amount of total and CD4+ thymocytes (Yachnin 1976;
Yachnin 1983; Matsuura et al. 1999), and also induces activity of Tsuppressor cells (Alpert et al. 1978.). Treatment with recombinant human
AFP reduces lymphocyte reactivity and the extent of neuroinflammation in
mice with experimental autoimmune encephalomyelitis, due to
involvement of AFP in immune cell apoptosis (Irony-Tur-Sinai et al. 2009).
AFP has been shown to be a dual regulator of cell proliferation and
tissue growth, exhibiting both stimulatory and inhibitory effects. AFP
exhibits stimulatory effects at low concentrations, and in estrogen-resistant
tissues, both normal and tumor (Toder et al. 1983; Wang and Xu 1998;
Wang and Xie 1999; Laderoute and Pilarski 1974). In estrogen-resistant
HCC, intact AFP decreases expression of the cyclin-dependent kinase
inhibitor p27 (kip1) both at the mRNA and protein levels, and increases
expression of proliferating cell nuclear antigen (PCNA) (Shehata et al.
2006.), and stimulation of cell proliferation is accompanied by inhibition of
apoptosis (Laderoute and Pilarski 1974.). The detailed mechanisms of
regulation of cell proliferation and tumor growth by AFP remain unknown.
However, specific binding of AFP to receptors located on the surface of
normal and tumor cells has long been demonstrated.
Inhibition of cell apoptosis by AFP was demonstrated by cytological
studies showing that TRAIL-induced apoptosis, occurring through the
caspase-3-mediated apoptotic cascade, is abolished by AFP (Li et al.
2009.). In BEL-7402 cells undergoing apoptosis following co-treatment
with both ATRA and TRAIL, caspase-3 co-localizes and interacts with
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AFP in the cytoplasm and translocates into the nucleus. Knock-down of
AFP gene increased the sensitivity of BEL-7402 cells to TRAIL, and
thereby, triggered caspase-3 signaling. In human hepatoma cells, AFP
complexes with caspase-3 and blocks transduction of apoptotic signals.
ATRA- or TRAIL-resistance in AFP-producing hepatoma cells has been
attributed to high levels of cytoplasmic AFP. Also, the capability of
intracellular AFP to bind RAR and to block RA-RAR signaling by its corepressor-like role (Li et al. 2009.). Fluorescence resonance energy transfer
(FRET) techniques have shown that cytoplasmic AFP can function as a
regulator in the phosphatidylinositol-3-kinase (PI3K)/AKT pathway in
human hepatocellular carcinoma cells. All these results showed that AFPpositive human stomach cancer is characterized by significantly lower
apoptotic index than AFP-negative ones and this might evidence inhibition
of apoptosis by AFP (Goldstein et al. 1999).

2.3. AFP Gene Structure and Expression
All albuminoid family genes are located on the same chromosome,
with albuminoid genes being located on chromosome 5 of mouse (Guan et
al. 1996.), 14 of rat (Belanger et al. 1994), and on the long arm of
chromosome 4 of human (4q11-q13) (Song et al. 1999). The AFP, ALB,
and α-ALB genes are positioned near each other and have a common
direction of transcription (Figure 2-1).

Figure 2-1. Map of the albumin gene family locus. The DBP, albumin (ALB), AFP and
AFM genes are designated as boxes with arrows representing transcription start sites.
The numbers above the intergenic regions represent the distance between genes. Black
ovals between the DBP and albumin, and albumin and AFP genes represent the
albumin enhancer and the three AFP enhancers, respectively.
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The rat AFP gene is 19 kb. Like the ALB and α-ALB genes, it consists
of 15 exons and 14 introns; exons 1 and 15 are non-coding. This structure
is conserved among mice (Kioussis et al. 1981.), rats (Sargent et al. 1981),
and humans (Dugaiczyk et al. 1985.).
The main product of AFP gene transcription in fetal liver is a 2.1 kb
mRNA. In addition, AFP mRNAs of 1.7, 1.4, and 1.0 kb have also been
detected in fetal and regenerating liver and in carcinogenesis (Petropoulos
et al. 1985; Wan and Chou 1989), with the shorter 1.4 and 1.0 kb mRNAs
dominating in adult liver (Lemire and Fausto 1991). Apparently,
expression levels of the multiple mRNA forms are controlled by different
mechanisms and can be changed independently (Lemire and Fausto 1991;
Watanabe et al.1992.). All the products of AFP gene transcription can be
translated. The 2.1 kb mRNA corresponds to polypeptides weighing 68 and
70 kDa (Wan and Chou 1989; Lemire and Fausto 1991). Functions of the
different AFP forms are insufficiently studied; however, it is known that
the shortened translation products maintain the transport properties
(Lemire and Fausto 1991).
During embryogenesis AFP can be detected in the visceral endoderm
of the yolk sac at embryonic gestation days 6-7 in the mouse (Dziadek and
Adamson 1978); at this stage AFP is a dominant serum protein. Later the
maximum level of its expression is observed in fetal liver and, at
significantly lower levels, in the embryonic gut (Tyner et al. 1990) and in
some other organs (Nahon et al. 1988; Cooke et al. 1991). At the end of the
embryonic period of development, a drastic decrease in AFP expression
takes place. This switch is carried out at the transcriptional level (Belanger
et al. 1981). Shortly after birth, the AFP concentration in blood decreases
104-fold (Sala-Trepat et al. 1979; Tilghman and Belayew 1982).
Expression of the AFP gene in adult liver can be restored during the
course of liver regeneration. An elevation of AFP serum level is also
observed in the case of acute viral hepatitis, primary liver tumors,
teratocarcinomas, and gut tumors (Abelev et al. 1967; Abelev 1971.). In
the case of embryonic carcinomas, teratocarcinomas, yolk sac tumors, and
hepatoblastomas, an increase in AFP level is observed in 80-90% of cases
and appears to be an important diagnostic marker.
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3. MECHANISMS OF AFP GENE REGULATION
AFP is an ideal model system for studying the temporal and tissuespecific regulation of developmental gene expression. Expression of these
types of genes is often at the level of transcriptional initiation by the
interaction of trans-acting transcription factors with cis-acting DNA
elements. Therefore, it is important to understand these factors and their
binding regions on the gene.

3.1. Regulatory Cis-Acting Elements of the AFP Gene
The location of the cis-acting elements present in the AFP gene has
been investigated in a transgenic mouse model as well as mouse F9
teratocarcinoma cells (Scott and Tilghman, 1983; Scott et al. 1984; Camper
and Tilghman, 1989; Godbout et al. 1988; Hammer et al. 1987). An AFP
minigene containing the first three and last two exons, 7.6 kb of 5′ flanking
DNA, and 400 bp of 3′ flanking DNA from the mouse AFP gene was
constructed and used to investigate the sequences required for normal
developmentally regulated tissue-specific expression of AFP. The AFP
minigene was expressed in a tissue-specific manner in transgenic mice and
was developmentally expressed in the F9 teratocarcinoma cell model,
indicating that the sequences that are required for regulation are present in
the minigene. These studies in cell lines and mice have identified five
distinct regulatory cis-acting elements in the mouse gene, including a
promoter, a silencer, and three distinct enhancer elements (Figure 3-1).
These elements are located within the region from -7.6 kb to the
transcription start site. There is a high homology between the AFP gene 5‘regulatory regions of the mouse, rat, gorilla, and human (Chevrette et al.
1987; Ryan et al. 1991.).
The AFP promoter, localized within the first 250 bp upstream of the
transcriptional start site, is active only in tissues where AFP is normally
transcribed (Godbout et al. 1986.). Extensive analysis of the AFP promoter
from mice, rats, and humans has shown binding sites for ubiquitous and
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tissue-specific transcription factors (Chen H et al. 1997). In vivo, in the
absence of the enhancer, the AFP promoter is inactive (Hammer et al.
1987). A considerable similarity of AFP gene promoter organization with
other albumin genes can be noted, in particular, the presence and
localization of the CCAAT-box and HNF1 binding sites within rat AFP
and DBP gene. (Belanger et al. 1994; Song et al. 1998).

Figure 3-1. Structure of the AFP gene regulatory region. The AFP gene contains five
distinct elements that are located within 7.6 kb upstream of the AFP transcription start
site (+1) that defines the beginning of exon 1. The promoter (P) is from+1 to -250 bp,
the silencer (S) is from -250 to -838 bp. The three distinct AFP enhancers (E I-III)
were originally defined as fragments from -1.0 to -3.8, -3.8 to -5.3, and -5.3 to -7.6 kb.

The silencer, between -250 and -838 bp, is required for the postnatal
repression of AFP expression (Vacher and Tilghman 1990). Deletion of the
silencer sequence from -800 to -250 bp in transgenic mice leads to
persistence of AFP gene expression in a manner controlled by the
enhancers and the promoter in liver and gut of the adult mice (Vacher and
Tilghman 1990). The mouse silencer activity is low in fetal liver and high
in adult liver (Camper and Tilghman 1989; Vacher and Tilghman 1990),
indicating that the silencer plays a major role in suppressing AFP
expression during liver ontogeny, although this is not the only mechanism
involved in developmental regulation of the AFP gene (Emerson et al.
1992). The possibility exists that the silencer may serve as a molecular
switch to redirect the action of the AFP enhancer to stimulate the albumin
promoter as the liver matures (Nakata et al. 1992).
At least two silencers, from -1822 to -951 and from -402 to -169 bp,
have been identified in the human AFP gene regulatory region. The distal
silencer is more powerful, with the ability to inhibit the activity of
homologous and heterologous enhancers according to their localization,
and independently from their orientation, but does not actually influence
the AFP promoter function (Nakabayashi et al. 1991).

36

Ruiqin Jiao and Jen-Fu Chiu

Within the mouse and rat AFP gene regulatory region, three
independent enhancers (EI-EIII) each 200-300 bp, have been identified
(Godbout et al. 1988; Wen et al. 1991; Groupp et al. 1994.). These
elements are typical enhancers and are able to stimulate the AFP promoter
as well as heterologous promoters. Like the AFP promoter, the enhancers
are tissue-specific and are not active in non-hepatic cells. Each of the
enhancers is able to stimulate the SA, as well as AFP promoter. Probably,
at some stages of development and in some hepatoma lines, in which the
upstream SA enhancer is inactive, intergenic enhancers control the
expression of the two genes independently, and the corresponding
promoters do not compete with each other due to their interaction with the
different enhancer sites (Jin et al. 1995.).
Among the three enhancers, E1 and E2 are similar, suggesting they
arose from a duplication event. E2 is present in all species whereas E1 is
found only in rodents (Long et al. 2004). E3 is distinct from the other
enhancers and has been the most extensively studied. In contrast to rodents,
the human AFP enhancer contains E2 and E3 but does not have an E1
(Long et al. 2004.). In 2000, a novel enhancer and an alternative promoter
were reported in the first intron of the mouse AFP gene (Scohy et al. 2000).
The activity of the enhancer depends on a 44-bp sequence centered on a
CACCC motif, and the alternative promoter is active in the yolk sac and
fetal liver.

3.2. Trans-Acting Factors in AFP of Gene Regulation
The regulation of AFP gene expression occurs mainly at the level of
transcription by the interaction of trans-acting transcription factors with
cis-acting DNA elements. Whether the AFP gene is expressed and to what
extent it is expressed depends on the presence of a distinct set of transacting protein factors, many of which interact with the AFP cis-acting
elements. Some of these factors have an effect on AFP gene activity are
briefly introduced below.
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Hepatocyte nuclear factors (HNFs) play a critical role in regulation,
which is carried out mainly at the transcriptional level (Tilghman and
Belayew 1982; Powell and Suwanichkul 1993; Friedman et al. 1984).
Several families of regulatory proteins (HNF1, C/EBP, HNF3, HNF4 and
HNF6) can be attributed to HNFs, and their binding sites have been
identified in the regulatory elements of the numerous liver-specific genes.
Although, the expression of these factors is not restricted to liver cells,
liver expresses the highest amounts.
HNF1 family proteins are the most widely distributed regulators of
liver-specific gene expression; their potential binding sites have been
found in regulatory regions of more than one hundred genes. Most often
these sites are localized in promoter regions and form clusters with binding
sites of other transcription factors (Tronche et al. 1997).
C/EBPα is the first identified member of the C/EBP family that binds
to a CCAAT-box (Landschulz et al. 1988.). Family members contain a
basic DNA-recognizing domain (so-called ‘bZIP’), an amino terminal
transactivation domain, and a helical structure of a leucine zipper type
providing dimerization. C/EBP protein binding sites have been identified
in the regulatory elements of AFP (Thomassin et al. 1992), SA (Costa et al.
1988), C/EBPα (Legraverend et al. 1993), and other liver genes.
HNF3 (FOXA) was originally identified as a liver-enriched factor that
regulates the rat transthyretin gene (Costa et al. 1989; Lai et al. 1990).
Additional analysis revealed three HNF3 isoforms, HNF3α, HNF3β, and
HNF3γ, that are encoded by distinct genes (Lai et al. 1990). The HNF3
family of factors regulate numerous liver genes, and are among the earliest
factors to be expressed during hepatogenesis (Kaestner. 2000).
HNF3β was first detected in the primitive streak and node on the
seventh day of murine gestation (Ang et al. 1993). HNF3α follows the
HNF3β dynamics, but at a lower concentration level. HNF3γ starts to be
expressed on the twelfth day of gestation (Kaestner et al. 1994). In the
adult organism HNF3α, β, and γ are localized in liver, gut, lung, and
stomach, and in addition, HNF3β and γ occur in the ovary and HNF3γ in
testicles (Xanthopoulos and Mirkovitch 1993). An increase in HNF3α level
is observed in primary hepatocyte cultures grown on an extracellular
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matrix. Apparently, HNF3α participates in extracellular signal transduction
that determines hepatocyte differentiation (Cascio and Zaret 1991;
DiPersio et al. 1991). In the HNF4 family of proteins, HNF4α is the most
completely characterized. According to their structure HNF4 factors are
related to the nuclear receptor superfamily. Like other nuclear receptors,
they contain two DNA-binding ‘zinc-finger’ domains and a spacious
carboxy-terminal region providing dimerization and ligand binding.
So far, the HNF families have been described that in some degree
control the expression of the majority of the known liver-specific genes.
These families are related to the earlier described broader superfamilies of
transcription factors and are highly conserved among different species. The
factors within one family recognize the same DNA sequence and often are
able to form heterodimers, modulating their individual properties.
Moreover, several forms of the same protein, but that differ in
transactivation abilities, might be expressed within one cell. As far as these
forms compete for the binding sites on a regulated gene, the efficacy of
transcription depends on which form binds more successfully (Lazarevich
2000).
Zhx2 (formerly called Afr1) belongs to a small family of proteins, with
Zhx1 and Zhx3 being found only in vertebrates. They all share a similar
gene and protein structure (Spear et al. 2006). These proteins contain two
C2H2 zinc fingers and four or five homeodomains, which suggests nucleic
acid binding. All three Zhx proteins can form homodimers and
heterodimers with each other and with NF–YA. Structural studies suggest
that Zhx2 homeodomain 2 has an unusual conformation (Bird et al. 2010).
Zhx2 and other family members have been called transcriptional repressors
based on modest (up to 2-fold) activity in a one-hybrid assay (Kawata et al.
2003; Yamada et al. 2003). Similar repressive effects have been seen in
other tissue culture models (Liu et al. 2006; Shen et al. 2008). However,
this modest level of repression is unlikely to fully represent Zhx2 activity
in vivo, since, in BALB/cJ mice, a reduction of Zhx2 results in about a 20fold increase in AFP and H19 expression.
Zbtb20 (also known as DPZF, HOF, and Zfp288) was initially
described in a screen of genes expressed in human dendritic cells (Zhang et
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al. 2001), and is a member of a large family of proteins that contain an Nterminal BTB (broad complex, tram track, bric-a-brac) domain, involved in
protein–protein interactions, and multiple C-terminal Kruppel-like C2H2
zinc fingers (four in the case of Zbtb20) that mediate interactions with
nucleic acids. Proteins in this family often act as transcriptional repressors,
but in some cases can activate target genes. Deletion of Zbtb20,
accomplished by crossing Zbtb20 floxed mice with albumin-Cre transgenic
mice, results in the persistence of AFP expression in adult mouse livers
(Xie et al. 2008). Furthermore, adult livers appear normal in the absence of
Zbtb20, indicating that this protein is not essential for normal liver
development.
Research shows that the some oncoproteins affect the expression of the
AFP gene. Within the AFP gene promoter, a binding site for transcription
complex AP-1 has been localized. This site is bound by products of the
oncogene families jun and fos (Zhang et al. 1991) both as Jun-Fos
heterodimers and as Jun-Jun homodimers, in the latter case, the binding
efficacy and activation properties being considerably reduced. In monkey
kidney CV-1 and mouse teratocarcinoma F9 cells, the AFP promoter can
be activated either by transfection with c-jun and c-fos oncogenes or with
the glucocorticoid receptor in the absence of c-jun/c-fos products (Schule
et al. 1990). In human hepatoma HuH-7 cells transfection of c-jun and cfos oncogenes suppresses AFP promoter activity and decreases the
activation that is observed under dexamethasone treatment of nontransfected cells (Schule et al. 1990).
Hormones involved in the regulation of AFP gene expression have
been confirmed. At certain stages of development, glucocorticoids, retinoid
acid and thyroid hormone can take part in the modulation of AFP gene
expression. At different stages of ontogenesis and carcinogenesis, the same
hormone may render either an activating or repressing influence on the
same gene expression. Glucocorticoids and their synthetic analog
dexamethasone considerably accelerate a reduction of AFP gene
expression in rodent liver immediately after birth. Dexamethasone
suppresses AFP gene expression in rat hepatoma McA-RH 7777 and
induces it in hepatoma McA-RH 8994, which is characterized by relatively
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low AFP synthesis levels (Dong et al. 1989). Glucocorticoid acts through
its nuclear receptor binding to the glucocorticoid responsive element
(GRE), which is located in the promoter region of the AFP gene [Guertin
et al. 1988; Zhang et al. 1991; Thomassin et al. 1992.). The GRE binding
sites partially overlap with binding sites for other transcription factors, e.g.,
nkx-2.8, FTF, LF, and AP-1 (Zhang et al. 1991; Bernier et al. 1993; Wen et
al. 1993), which may compete with GRC for a site binding.
Thyroid hormone (T3) down-regulates the mouse AFP promoter,
which contains a sequence resembling a T3-responsive element (T3RE-like)
(Caturla et al. 1997). T3 acts through its nuclear receptors (T3R), which
belongs to the nuclear hormone receptor superfamily (Ing and Malley 1995;
Evans 1988). It has been observed that congenital hypothyroidism is
correlated with high AFP levels in neonates, and that a several day
thyroxin treatment shuts down AFP levels (Toublanc et al. 1994). T3 thus
appears to play a role in the developmental regulation of AFP gene
expression.
As for retinoid acid regulation of AFP gene expression we will focus
on the following.

4. RETINOIC ACID REGULATES AFP GENE EXPRESSION
IN EMBRYONIC CARCINOMA AND HEPATOMA CELLS
4.1. Retinoic Acid Regulates AFP Gene Expression by Direct
Binding to RARE-Like Sequences within the AFP Gene
Regulatory Region
Like other receptors in the steroid/thyroid hormone superfamily,
ligand-bound receptors function as transcriptional regulators for a specific
set of genes. Some of these genes respond rapidly to the action of RA,
indicating that the regulatory sequences of these genes are direct targets for
the receptors (LaRosa and Gudas 1988; Murphy et al. 1988). To analyze
the cis-acting elements responsible for RA-induction of AFP gene activity,
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Dong et al. constructed a CAT expression plasmid by cloning the rat AFP
5’-flanking region, from -7040 to +7 bp, into the pGEMCAT vector (Dong
et al. 1989.). By using transient co-transfection of the RAR or RXR
expression vectors and serial pAFPCAT deletion mutants, three cis-acting
elements that regulate transcription of rat AFP gene were identified and
characterized in the far upstream 5’-flanking region of the AFP gene (Liu
and Chiu 1994; Liu et al. 1994 a, b) (Figure 4-1).

Figure 4-1. Cis-acting elements for the retinoic acid receptor identified in the
regulatory region of the rat gene.

One of them, a retinoid X receptor response element (AFP-RXRE)
located at position -139 to -127 bp of the rat AFP promotor in the 5’flanking region of the AFP gene, conferred a marked RA responsiveness
when co-transfected with the retinoid X receptor (RXR), but not with
retinoic acid receptors (RARs). Chicken ovalbumin upstream promotor
transcription factor (COUP-TF), an orphan member of the steroid/thyroid
hormone superfamily (Sagami et al. 1986; Wang et al. 1989; Ladias and
Karathanasis 1991), also demonstrated specific binding activity to the
AFP-RXRE in vitro. In transfection assays, COUP-TF dramatically
repressed the transactivation of RXR on AFP-RXRE. The mechanism of
repression by COUP-TF may involve the mutual occupancy of the AFPRXRE binding site between RXR and COUP-TF.
Another cis-acting element located between -6337 to -6266 bp in the
5’-flanking region of the AFP gene is AFP-RARE1. This cis-acting
element is composed of a RARE direct repeat sequence of AGGTCA and
RARE-like motifs ATTTGA at -6319 and -6327 bp, respectively. This cisacting element showed strong RA responsiveness to RARα and RXRα
with 15- and 20-fold increases in transactivation. In analogy to other
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hormone response elements, AFP-RARE1 displays enhancer-like features
in an orientation-independent fashion and functions at a heterologous
promoter. The AFP-RARE1 identified far upstream of the AFP 5’-flanking
region closely resembles the sequence found in other naturally occurring
RAREs (Leid et al. 1992).
The third RA-inducible cis-acting element (AFP-RARE) is located
between -2611 to -1855 bp in the rat AFP 5’-flanking region. Sequence
analysis based on the nucleotide sequence for the 5’-flanking region of the
rat AFP gene (Buzard and Locker 1990) revealed that the AFP gene from 1972 to -1905 bp contains the sequence TGACC (which is found in most
RAREs), as well as three sequences that resemble TGACC: TGATT,
TGAGT, and CGACC. They are located at -1912, -1948, and -1928 bp.
These four TGACC or TGACC-like sequences form two groups of direct
repeats with a spacing of 3 and 11 nucleotides, respectively. The retinoic
acid receptor specifically binds to this AFP-RARE cis-acting element in
mobility shift assays. Furthermore, this AFP-RARE cis-acting element
function in exogenous TK promoter constructs in transient co-transfection
assays. In addition to the direct effect of RA on AFP gene expression
through RAREs, as described above, a study using F9 cells revealed that
RA might also act through an indirect mechanism by regulating transacting factors on the AFP 5’-flanking region (Chen and Chiu 1994).

4.2. AUF1 Proteins Participate in the Regulation of AFP Gene
Expression in F9 Cells
F9 cells are one of the most extensively studied embryonic carcinoma
cells and originated from a teratocarcinoma (Artzt et al. 1973). In response
to several types of physical and chemical stimuli, these non-differentiated,
multi-potential stem cells can differentiate into somatic tissue
corresponding to derivatives of the three germinal layers: endoderm,
mesoderm, and ectoderm (Silver et al. 1983). When treated with RA, F9
cells form aggregates. Most of the cells on the outer surface of the
aggregates differentiate into visceral endoderm and produce AFP
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(Strickland and Mahdavi 1978; Dong et al. 1990). The capacity of F9 cells
to differentiate in a controlled manner in culture has provided a useful
system for studying certain aspects of mammalian development and
differentiation, and for investigating the mechanism by which RA affects
AFP gene expression.
Chiu’s laboratory (Dong et al. 1989) constructed a CAT reporter
plasmid (pAFPCAT) whose expression was under the control of the 7-kb
5’-flanking region of the rat AFP gene. The plasmid was transfected and
stable F9 transfectants were isolated. Using a series of deletion mutants of
the pAFPCAT, the region between -2,611 and -1,855 bp was found to be
important for AFP induction (Chen et al. 1999). Subsequent analysis
identified a functional sequence (-1,905 to -1,891 bp, 5’ACTAAAATGGAGACT-3’) that differentially binds nuclear proteins
(DAP-I or DAP-II) from undifferentiated and differentiated F9 cells. This
sequence was designated as DAS (for differentiation-associated sequence)
for its specific binding activity of differentiation-associated protein (DAP)
during the course of RA-induced F9 differentiation (Figure 4-2). The DAPII protein complex was initially detected in F9 cells after treatment with
RA and increased its expression during RA-induced differentiation. Since
the AFP transcripts were initially detected 4 days after treatment with RA,
the relatively late induction of AFP gene expression suggests that it is
unlikely that the AFP gene is a primary target for activated retinoid
receptors, which can then bind onto three RARE-like sequences in the 5′flanking region of the AFP gene (Liu and Chiu 1994; Liu et al. 1994a, b)
as has been suggested. Chiu hypothesized that the genes encoding DAP-II
proteins may be primary and early response genes to RA, and that
subsequently DAP-II conveys the effect of RA by directly participating in
the regulation of AFP gene expression (Chen et al. 1999).
To purify the DAP-II proteins, we used a sequence-specific DNA
affinity resin in which multiple copies of the DAS sequences were
covalently attached to Sepharose CL-4B. Nuclear extracts of the RAtreated F9 cells, which displayed high DAP-II-binding activity and low
DAP-I-binding activity by EMSA analysis, were applied to DAS-DNA
affinity column. After two cycles of purification with the same affinity
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resin, the highest binding activity was detected in the eluent fractions of
0.3 and 0.4 M KCl. The purified DAP-II complex mainly contained five
proteins, with molecular weights of 45 (p45), 42 (p42), 32 (p32), 30 (p30),
and 20 (p20) kDa (Figure 4-3). From MALDI-TOF mass spectrometric
analysis and a database search, the p45, p42, p32 and p30 were found to be
AUF1 proteins, which was confirmed by recognition with an anti-AUF1
antibody in a western blot.

Figure 4-2. Binding of a specific nuclear protein with a 131 bp DNA fragment in the 5′-flanking region
(-1972 to -1842) of the rat AFP gene. Gel mobility shift assays were performed by incubating 5 μg of
nuclear extract from differentiated F9 cells following 6 days of RA treatment (lane 1), and
undifferentiated F9 cells (lane 2), with a 32P labeled 131 bp DNA fragment. DNA-protein complexes
band I and band II are indicated by arrows.
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Figure 4-3. DAP-II purification on DAS-DNA affinity column. NE of RA-induced F9
cells was applied as a first cycle of purification on a DAS-DNA affinity column.
Bound proteins were eluted with a 0.2–1.0 M KCl gradient across eight fractions. 32Plabeled DAS double-stranded oligonucleotides were used as a probe for EMSA. FP,
free probe; NR, non-RA-treated F9 NE; SM, starting material of RA-treated F9 NE;
RT, run-through (unbound) protein fraction; and WS, washing buffer solution. 0.2–1.0
represent protein samples eluted by 0.2–1.0 M KCl salt solution in washing buffer. The
eluted protein samples were concentrated and exchanged to buffer C by a YM-10 filter
(Millipore) prior to EMSA analysis. All samples were loaded with 2 μl, except for NR
and SM, which were loaded at 5 μg protein each.

AUF1, also called hnRNP D, is expressed as a family of four protein
isoforms designated by their molecular masses as p37AUF1, p40 AUF1,
p42 AUF1 and p45 AUF1 (White et al. 2013; Brewer 1991). Four isoforms
of AUF1 are generated by alternative splicing of exon 2, which encodes 19
amino acids; and exon 7, which encodes 49 amino acids (Wagner et al.
1998). The proteins p45 and p42 are AUF1 proteins p45AUF1 and
p42AUF1 isoforms. Although the p45AUF1 and p42AUF1 isoforms were
components of the purified DAP-II proteins and present in different
phosphorylated forms, they are not the active proteins of the DAP-II
complex because they have no DAS-binding activity and are present in
both RA-treated and untreated F9 cells. However, the role of the p45AUF1
and p42AUF1 isoforms in regulating AFP gene expression requires further
study.
The p30 was identified as a member of the AUF1 family. To confirm
the results, western blotting was used to analyze the samples, from F9
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nuclear extracts and the purified DAP-II proteins, with anti-AUF1 antibody.
Southwestern blotting analysis showed that one DNA-protein complex
found at a molecular weight of 30 kDa in F9 nuclear extracts was
consistent with our previous data (Chen et al. 1997). The expression of p30
protein was induced in F9 cells during RA-induced differentiation. The 30kDa protein identified by Southwestern analysis strongly resembled the
p30 resulting from purification by DNA affinity column chromatography.
On 2D gels, p30 was present as a single spot with a basic pI, and was
identified as a member of the AUF1 family. P30 was then designated as
p30AUF1 because it precisely matched muAUF1-3 by MSFit and
recognized by anti-AUF1 antibody in Western blot. The interaction
between p32 with anti-AUF1 suggested that it was an AUF1-like protein or
a protein with a common immunoreactive epitope. P32 also shared some
similarities with p30 (p30AUF1). Its expression could be induced by RA,
and the expression pattern was the same as p30AUF1. It was one of the
DAS DNA-binding DAP-II proteins.
AUF1 is an abundant, ubiquitous protein that can bind to RNA, as well
as to double- and single-stranded DNA sequences in a DNA sequencespecific manner. Its role in regulating the half-life of mRNA species
containing an AU-rich element has been well characterized (Chen and
Shyu 1995; Loflin et al. 1999; Wilson and Brewer 1999). Although several
laboratories have shown that AUF1 can specifically bind to doublestranded DNA and regulate gene expression (Tay et al. 1992; Dempsey et
al. 1998; Fuentes-Panana et al. 2000; Lau et al. 2000; Tolnay et al. 2000),
no report has yet been made on the regulation of oncodevelopmental gene
expression by AUF1 during RA-induced cell differentiation. Purified
DAP-II is mainly composed of AUF1, including p45AUF1, p42AUF1, and
p30AUF1, and AUF1-like protein p32. The reasons that p30AUF1 is
considered to be the major protein of DAP-II that plays a role in DAS
DNA-binding are (1) southwestern analysis showed that a 30-kDa protein
in F9 nuclear extracts can specifically bind to the DAS sequence,
consistent with our previous data (Chen 1997), (2) in a comparison with
SDS-PAGE and EMSA of purified proteins, p30AUF1 always
accompanied DAS-binding activity, and (3) the expression pattern of the
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p 30AUF1 was the same as DAP-II proteins in F9 cells during RA-induced
cell differentiation.

Figure 4-4. Schematic diagrams of the five mouse AUF1 isoforms. The two RNAbinding domains (RBD1 and RBD2) are depicted as two gray-shaded regions in the
central part of the protein molecules. A carboxy-terminal 49-amino acid encoded by
exon 7 (Ex7) presents as a hatched bar in p45AUF1 and p42AUF1. A 19-amino acid
encoded by exon 2 (Ex2) presents as black bars at the amino terminus of p45AUF1,
p40AUF1, and p30AUF1. All five proteins contain a Gly-rich region (barQ). The A29amino acid sequence located at the N-terminal (slash bar N29) and C-terminal region
(cross bar for p30AUF1 and open bars for all other AUF1 proteins) are also shown.
[Color figure can be viewed in the online issue, which is available at
www.interscience.wiley.com].

The data described above demonstrated that p30AUF1 is the main
component of the DAP-II complex. Since the DAS sequence is an
important element for activation of AFP gene expression in F9 cells during
RA-induced differentiation (Chen 1997; Chen et al. 1999), p30AUF1 may
therefore, play an important role in the regulation of AFP gene expression.
It has been shown that DAP-II (p30AUF1) is present in many AFPproducing cells, but not in non-AFP-producing cells (Chen 1997; Chen et
al. 1999). It is believed that p30AUF1 is a new AUF1 isoform capable of
binding to double-stranded DNA and regulating AFP gene expression
(Figure 4-4). Further study is needed to elucidate the mechanism of
p30AUF1 in regulating gene expression.

48

Ruiqin Jiao and Jen-Fu Chiu

ACKNOWLEDGMENTS
This study is supported by funds from Dean’s office of SUMC to JF Chiu

REFERENCES
Abelev, G. I., (1971). Alpha-fetoprotein in oncogenesis and its association
with malignant tumors. Adv. Cancer. Res. 14, 295-358.
Abelev, G. I., (1978). In Cell Differentiation and Neoplasia (Saunders, G.
G., ed.) Raven Press, N. Y., pp. 257-269.
Abelev, G. I., Assecritova, I. V., Kraevsky, N. A., Perova, S. D.,
Perevodchikova, N. I., (1967). Embryonal serum alpha-globulin in
cancer patients. Diagnostic value. Int. J. Cancer. 2, 551-558.
Abelev, G. I., Perova, S. D., Khramkova, N. I., Postnikova, Z. A., Irlin, I.
S., (1963). Production of embryonic alpha-globulin by the
transplantable mouse hepatomas. Transplantation. 1, 174–180.
Alava, M. A., Iturralde, M., Lampreave, F., Pineiro, A., (1999). Specific
uptake of alpha-fetoprotein and albumin by rat Morris 7777 hepatoma
cells. Tumor. Biol. 20, 52–64.
Alj, Y., Georgiakaki, M., Savouret, J. F., Mal, F., Attali, P., Pelletier, G.,
Fourré, C., Milgrom, E., Buffet, C., Guiochon-Mantel, A., Perlemuter,
G., (2004). Hereditary persistence of alpha- fetoprotein is due to both
proximal and distal hepatocyte nuclear factor-1 site mutations.
Gastroenterology.126, 308–317.
Allen, S. H. G., Bennett, J. A., Mizejewski, G. J., Andersen, T. T., Ferraris,
S, Jacobson, H. I., (1993). Purification of human alpha-fetoprotein
from human cord serum with demonstration of its antiestrogenic
activity. Biochim. Biophys. Acta. 1202, 135–142.
Alpert, E., Dienstag, J. L., Sepersky, S., Littman, B., Rocklin, R., (1978).
Immunosupressive characteristic of human AFP: effect on tests of cell
mediated immunity and induction of human suppressor cell. Immunol.
Commun. 7, 163–185.

How Retinoic Acid Regulates Gene Expression …

49

Ang, S. L., Wierda, A., Wong, D., Stevens, K. A., Cascio, S., Rossant, J.,
Zaret, K. S., (1993). The formation and maintenance of the definitive
endoderm lineage in the mouse: involvement of HNF3/forkhead
proteins. Development. 119, 1301-1315.
Apergis, G. A., Crawford, N., Ghosh, D., Steppan, C. M., Vorachek, W.
R., Wen, P., Locker, J., (1998). A novel nk-2-related transcription
factor associated with human fetal liver and hepatocellular carcinoma.
J. Biol. Chem. 273, 2917–2925.
Artzt, K., Dubois, P., Bennett, D., Condamine, H., Babinet, C., Jacob, F.,
(1973). Surface antigens common mouse cleavage embryos and
primitive teratocarcinoma cells in culture. Proc. Natl. Aced. Sci. USA.
70, 2988–2992.
Atemezem, A., Mbemba, E., Marfaing, R., Vaysse, J., Pontet, M., Saffar,
L., Charnaux, N., Gattegno, L., (2002). Human alpha-fetoprotein binds
to primary macrophages. Biochem. Biophys. Res. Commun. 296, 507514.
Balmer, J. E., & Blomhoff, R., (2005). A robust characterization of retinoic
acid response elements based on a comparison of sites in three species.
J. Steroid. Biochem. Mol. Biol. 96, 347–354.
Baumhueter, S., Courtois, G., Crabtree, G. R., (1988). A variant nuclear
protein in dedifferentiated hepatoma cells binds to the same functional
sequences in the beta fibrinogen gene promoter as HNF-1. EMBO. J. 7,
2485-2493.
Beatie, W. G., & Dugaiczyk, A., (1982). Structure and evolution of human
alpha-fetoprotein deduced from partial sequence of cloned cDNA.
Gene. 20, 415–422.
Belanger, L., Frain, M., Baril, P., Gingras, M. C., Bartkowiak, J., SalaTrepat, J. M., (1981). Glucocorticosteroid suppression of alpha1fetoprotein synthesis in developing rat liver. Evidence for selective
gene repression at the transcriptional level. Biochemistry. 20, 66656672.
Belanger, L., Roy, S., Allard, D., (1994). New albumin gene 3' adjacent to
the alpha 1- fetoprotein locus. J. Biol. Chem. 269, 5481-5484.

50

Ruiqin Jiao and Jen-Fu Chiu

Bennett, J. A., Semeniuk, D. J., Jaсobson, H. I., Murgita, R. A., (1997).
Similarity between natural and recombinant human alpha-fetoprotein
as inhibitors of estrogen-dependent breast cancer growth. Breast.
Cancer. Res. Treat. 45, 169–179.
Bennett, J. A., Zhu, S., Pagano-Mirarchi, A., Kellom, T. A., Jacobson, H.
I., (1998). Alpha- fetoprotein derived from a human hepatoma prevents
growth of estrogen-dependent human breast cancer xenografts. Clin.
Cancer. Res. 4, 2877–2884.
Bergstrand, C. G., & Czar, B., (1956). Demonstration of a new protein
fraction in serum from the human fetus. Scan. J. Clin. Lab. Invest. 8,
174–176.
Bernier, D., Thomassin, H., Allard, D., Guertin, M., Hamel, D., Blaquiere,
M., Beauchemin, M., LaRue, H., Estable-Puig, M., Belanger, L.,
(1993). Functional analysis of developmentally regulated chromatinhypersensitive domains carrying the alpha 1-fetoprotein gene promoter
and the albumin/alpha 1-fetoprotein intergenic enhancer. Mol. Cell.
Biol. 13, 1619-1633.
Bird, L. E., Ren, J., Nettleship, J. E., Folkers, G. E., Owens, R. J.,
Stammers, D. K., (2010). Novel structural features in two ZHX
homeodomains derived from a systematic study of single and multiple
domains. BMC. Struct. Biol. 10:13.
Blaner, W. S., & Olson, J. A., (1994). Retinol and retinoic acid
metabolism, in: M. B. Sporn, A. B. Roberts, D. S. Goodman (Eds.),
The Retinoids: Biology, Chemistry, and Medicine, Raven Press, Ltd.,
New York, pp. 229–256.
Blesa, J. R., Giner-Duran, R., Vidal, J., Lacalle, M. L., Catalan, I.,
Bixquert, M., Igual, L., Hernandez-Yago, J., (2003). Report of
hereditary persistence of alpha-fetoprotein in a Spanish family:
molecular basis and clinical concerns. J. Hepatol. 38, 541–544.
Blomhoff, R., & Blomhoff, H. K., (2006). Overview of retinoid
metabolism and function. J. Neurobiol. 66, 606–630.
Blomhoff, R., Green, M. H., Green, J. B., Berg, T., Norum, K. R., (1991).
Vitamin A metabolism: new perspectives on absorption, transport, and
storage. Physiol. Rev. 71, 951–990.

How Retinoic Acid Regulates Gene Expression …

51

Bois-Joyeux, B., & Danan, J. L., (1994). Members of the CAAT/enhancerbinding protein, hepatocyte nuclear factor-1 and nuclear factor-1
families can differentially modulate the activities of the rat alphafetoprotein promoter and enhancer. Biochem. J. 301, 49-55.
Bois-Joyeux, B., Denissendo, M., Thomassin, H., Guesdon, S.,
Ikonomova, R., Bernuau, D., Feldmann, G., Danan, J. L., (1995). The
c-jun proto-oncogene down-regulates the rat a -fetoprotein promoter in
HepG2 hepatoma cells without binding to DNA. J. Biol. Chem. 270,
10204-10211.
Boismenn, R., Semeniuk, D., Murgita, R. A., (1997). Purification and
characterization of human and mouse recombinant alpha-fetoprotein
expressed in Echerichia coli. Protein. Expres. Purif. 10, 10–26.
Brewer, G., (1991). An A + U-rich element RNA-binding factor regulates
c-myc mRNA stability in vitro. Mol. Cell. Biol.11, 2460-1466.
Bulla, G. A., & Fournier, R. E., (1994). Genetic analysis of a
transcriptional activation pathway by using hepatoma cell variants.
Mol. Cell. Biol. 14, 7086-7094.
Buzard, G., & Locker, J., (1990). The transcription control region of the rat
alpha-fetoprotein gene. DNA sequence and homology studies. DNA
Seq. 1, 33-48.
Camper, S. A., & Tilghman, S. M., (1989). Postnatal repression of the a fetoprotein gene is enhancer independent. Genes. Dev. 3, 537-546.
Carreres, G., Dauphinee, M. J., Eisele, L. E., MacColl, R., Mizejewski, G.
J., (2002). Anti-prostate cancer and anti-breast cancer activities of two
peptides derived from alpha-fetoprotein. Anticancer. Res. 22, 2817–
2820.
Cascio, S., & Zaret, K. S., (1991). Hepatocyte differentiation initiates
during endodermal- mesenchymal interactions prior to liver formation.
Development. 113, 217-225.
Caturla, M., Van Reeth, T., Dre´ze, P., Szpirer, J., Szpirer, C., (1997). The
thyroid hormone down- regulates the mouse α-foetoprotein promoter.
Mol. Cell. Endocrinol. 135, 139–145.

52

Ruiqin Jiao and Jen-Fu Chiu

Cereghini, S., Blumenfeld, M., Yaniv, M., (1988). A liver-specific factor
essential for albumin transcription differs between differentiated and
dedifferentiated rat hepatoma cells. Genes. Dev. 2, 957-974.
Cereghini, S., Ott, M. O., Power, S., Maury, M., (1992). Expression
patterns of vHNF1 and HNF1 homeoproteins in early postimplantation
embryos suggest distinct and sequential developmental roles.
Development. 116, 783-797.
Chen, C. Y., & Shyu, A. B., (1995). AU-rich elements: Characterization
and importance in mRNA degradation. Trends. Biochem. Sci. 20, 465–
470.
Chen, H., & Chiu, J. F., (1994). Cis-acting element and trans-acting
factors of AFP gene in response to retinoic acid. The 13th Region
Cancer Res. Symposium, Burlington, VT.
Chen, H., Dong, J. M., Liu, Y., Chiu, J. F., (1999). Identification of a cisacting element in the rat alpha-fetoprotein gene and its specific binding
proteins in F9 cells during retinoic acid-induced differentiation. J. Cell.
Biochem. 72, 25–34.
Chen, H., Egan, J. O., Chiu, J. F., (1997). Regulation and activities of
alpha-fetoprotein. Crit. Rev. Eukaryot. Gene. Expr. 7, 11-41.
Chevrette, M., Guertin, M., Turcotte, B., Bélanger, L., (1987). The rat
alpha 1-fetoprotein gene: characterization of the 5'-flanking region and
tandem organization with the albumin gene. Nucleic. Acids. Res. 15,
1338-1339.
Clark, K. L., Halay, E. D., Lai, E., Burley, S. K., (1993). Co-crystal
structure of the HNF-3/fork head DNA-recognition motif resembles
histone H5. Nature. 364, 412-420.
Cohen, B. L., Orn, A., Gronvik, K. O., Gidlund, M., Wigzell, H., Murgita,
R. A., (1986). Suppression by alpha-fetoprotein of murine natural
killer cell activity stimulated in vitro and in vivo by interferon and
interleukin 2. Scand. J. Immunol. 23, 211–223.
Cooke, N. E., McLeod, J. F., Wang, X. K., Ray, K., (1991). Vitamin D
binding protein: genomic structure, functional domains, and mRNA
expression in tissues. J. Steroid Biochem. Mol. Biol. 40, 787-793.

How Retinoic Acid Regulates Gene Expression …

53

Croniger, C., Trus, M., Lysek-Stupp, K., Cohen, H., Liu, Y., Darlington,
G. J., Poli, V., Hanson, R. W., Reshef, L., (1997). Role of the isoforms
of CCAAT/enhancer-binding protein in the initiation of
phosphoenolpyruvate carboxykinase (GTP) gene transcription at birth.
J. Biol. Chem. 272, 26306-26312.
Crowe, A. J., Sang, L., Li, K. K., Lee, K. C., Spear, B. T., Barton, M. C.,
(1999). Hepatocyte nuclear factor3 relieves chromatin-mediated
repression of the alpha-fetoprotein gene. J. Biol. Chem. 274, 25113–
25120.
Costa, R. H., Grayson, D. R., Darnell, J. E., Jr., (1989). Multiple
hepatocyte-enriched nuclear factors function in the regulation of
transthyretin and alpha 1-antitrypsin genes. Mol. Cell. Biol. 9, 14151425.
Costa, R. H., Lai, E., Grayson, D. R., Darnell, J. E. Jr., (1988). The cellspecific enhancer of the mouse transthyretin (prealbumin) gene binds a
common factor at one site and a liver-specific factor(s) at two other
sites. Mol. Cell. Biol. 8, 81-90.
Debruyne, E. N., & Delange, J. R., (2008). Diagnosing and monitoring
hepatocellular carcinoma with alpha-fetoprotein: new aspects and
applications. Clin. Chim. Acta. 395, 19–26.
Dempsey, L. A., Hanakahi, L. A., Maizels, N., (1998). A specific isoform
of hnRNP D interacts with DNA in the LR1 heterodimer: Canonical
RNA binding motifs in a sequence- specific duplex DNA binding
protein. J. Biol. Chem. 273, 29224–29229.
Descombes, P., Chojkier, M., Lichtsteiner, S., Falvey, E., Schibler, U.,
(1990). LAP, a novel member of the C/EBP gene family, encodes a
liver-enriched transcriptional activator protein. Genes. Dev. 4, 15411551.
De Simone, V., De Magistris, L., Lazzaro, D., Gestner, J., Monaci, P.,
Nicosia, A., Cortese, R., (1991). LFB3, a heterodimer-forming
homeoprotein of the LFB1 family, is expressed in specialized epithelia.
EMBO. J. 5, 1435-1443.
Deutsch, H. F., (1991). Chemistry and biology of alpha-fetoprotein. Adv.
Cancer. Res. 56, 253–312.

54

Ruiqin Jiao and Jen-Fu Chiu

Diehl, A. M., Yang, S. Q., Yin, M., Lin, H. Z., Nelson, S., Bagby, G.,
(1995). Tumor necrosis factor-alpha modulates CCAAT/enhancer
binding proteins-DNA binding activities and promotes hepatocytespecific gene expression during liver regeneration. Hepatology. 22,
252-261.
DiPersio, C. M., Jackson, D. A., Zaret, K. S., (1991). The extracellular
matrix coordinately modulates liver transcription factors and
hepatocyte morphology. Mol. Cell. Biol. 11, 4405-4414.
Dong, J. M., Li, F., Chiu, J. F., (1990). Induction of cell differentiation by
transient exposure to retinoic acid. Biochem. Biophys. Res. Commun.
170, 147–152.
Dong, J. M., Nordloh, P. W., Chiu, J. F., (1989). The mechanism of the
bidirectional regulation of the rat alpha-fetoprotein gene by
glucocorticoid hormone. Mol. Cell. Endocrinol. 66, 109-114.
Dudich, I., Tokhtamysheva, N., Semenkova, L., Dudich, E., Hellman, Y.,
Korpela, T., (1999). Isolation and structural and functional
characterization of two stable peptic fragments of human alphafetoprotein. Biochemistry. 38, 10406–10414.
Dugaiczyk, A., Harper, M. E., Minghetti, P. P., (1985). Chromosomal
localization, structure, and expression of the human alpha-fetoprotein
gene. Kroc. Found. Ser. 19, 181-188.
Duncan, S. A., Manova, K., Chen, W. S., Hoodless, P., Weinstein, D. C.,
Bachvarova, R. F., Darnell, J. E., Jr., (1994). Expression of
transcription factor HNF-4 in the extraembryonic endoderm, gut, and
nephrogenic tissue of the developing mouse embryo: HNF-4 is a
marker for primary endoderm in the implanting blastocyst. Proc. Natl.
Acad. Sci. USA. 91, 7598-7602.
Durand, B., Saunders, M., Leroy, P., Leid, M., Chambon, P., (1992). Alltrans and 9-cis retinoic acid induction of CRABPII transcription is
mediated by RAR-RXR heterodimers bound to DR1 and DR2 repeated
motifs. Cell. 71, 73–85.
Durocher, D., Chen, C. Y., Ardati, A., Schwartz, R. J., Nemer, M., (1996).
The atrial natriuretic factor promoter is a downstream target for Nkx2.5 in the myocardium. Mol. Cell. Biol. 16, 4648–4655.

How Retinoic Acid Regulates Gene Expression …

55

Dziadek, M., & Adamson, E., (1978). Localization and synthesis of
alphafoetoprotein in post-implantation mouse embryos. J. Embryol.
Exp. Morphol. 43, 289-313.
Emerson, J. A., Vacher, J., Cirillo, L. A., Tilghman, S. M., Tyner, A. L.,
(1992). The zonal expression of alpha-fetoprotein transgenes in the
livers of adult mice. Dev. Dyn. 195, 55-66.
Eraiser, T. L., Yazova, A. K., Poltoranina, V. S., Kuprina, N. I., Karamova,
E. R., Shipova, L. Y., Lazarevich, N. L., Abelev, G. I., (1998).
Inducible protein in rat hepatomas with expression alternative to alphafetoprotein. Int. J. Cancer. 75, 371-378.
Evans, R. M., (1988). The steroid and thyroid hormone receptor
superfamily. Science. 240, 889–895.
Feng, L., Hernandez, R. E., Waxman, J. S., Yelon, D., Moens, C. B.,
(2010). Dhrs3 a regulates retinoic acid biosynthesis through a feedback
inhibition mechanism. Dev. Biol. 338, 1–14.
Festin, S. M., Bennett, J. A., Fletcher, P. W., Jacobson, H. I., Shaye, D. D.,
Andersen, T. T., (1999). The recombinant third domain of human
alpha-fetoprotein retains the antiestrothophic activity found in the fulllength molecule. Biochim. Biophys. Acta. 1427, 307–314.
Feuerman, M. H., Godbout, R., Ingram, R. S., Tilghman, S. M., (1989).
Tissue-specific transcription of the mouse α-fetoprotein gene promoter
is dependent on HNF-1. Mol. Cell. Biol. 9, 4204–4212.
Flodby, P., Antonson, P., Barlow, C., Blanck, A., Porsch-Hällström, I.,
Xanthopoulos, K. G., (1993). Differential patterns of expression of
three C/EBP isoforms, HNF-1, and HNF-4 after partial hepatectomy in
rats. Exp. Cell. Res. 208, 248-256.
Fortini, M. E., Lai, Z. C., Rubin, G. M., (1991). The Drosophila zfh-1 and
zfh-2 genes encode novel proteins containing both zinc-finger and
homeodomain motifs. Mech. Devel. 34, 113-122.
Friedman, J. M., Chung, E. Y., Darnell, J. E. Jr., (1984). Gene expression
during liver regeneration. J. Mol. Biol. 179, 37-53.
Fuentes-Panana, E. M., Peng, R., Brewer, G., Tan, J., Ling, P. D., (2000).
Regulation of the Epstein–Barr virus C promoter by AUF1 and the

56

Ruiqin Jiao and Jen-Fu Chiu

cyclic AMP/protein kinase A signaling pathway. J. Virol. 74, 8166–
8175.
Funahashi, J., Sekido, R., Murai, K., Kamachi, Y., Kondoh, H., (1993). δ–
crystallin enhacner binding protein d EF1 is a zinc fingerhomeodomain protein implicated in postgastrulation embryogenesis.
Development. 119, 433-446.
Galarneau, L., Pare, J. F., Allard, D., Hanek, D., Levesque, L., Tugwood, J.
D., Green, S., Bélanger, L., (1996). The α-fetoprotein locus is activated
by a nuclear receptor of the Drosophila FTZ-F1 family. Mol. Cell.
Biol. 16, 3853–3865.
Genetta, T., Ruezinsky, D., Kadesch, T., (1994). Displacement of an E-box
binding repressor by basic helix-loop-helix proteins: Implications for
B-cell specificity of the immunoglobulin heavy-chain enhanner. Mol.
Cell. Biol. 14, 6153-6163.
Godbout, R., Ingram, R., Tilghman, S. M., (1986). Multiple regulatory
elements in the intergenic region between the alpha-fetoprotein and
albumin genes. Mol. Cell. Biol. 6, 477-487.
Godbout, R., Ingram, R. S., Tilghman, S. M., (1988). Fine-structure
mapping of the three mouse alpha-fetoprotein gene enhancers. Mol.
Cell. Biol. 8, 1169-1178.
Goldstein, N. S., Blue, D. E., Hankin, R., Hunter, S., Bayati, N.,
Silverman, A. L., Gordon, S. C., (1999). Serum alpha-fetoprotein
levels in patients with chronic hepatitis C: relationships with serum
alanine aminotransferase values, histologic activity index and
hepatocyte MIB-I scores. Am. J. Clin. Pathol. 111, 811–816.
Goodman, D. S., (1984). Plasma retinol-binding protein, in: M. B. Sporn,
A. B. Roberts, D. S. Goodman (Eds.), The Retinoids, Academic Press,
Orlando, FL, pp. 41–88.
Goodman, D. S., & Blaner, W. S., (1984). Biosynthesis, absorption, and
hepatic metabolism of retinol, in: M. B. Sporn, A. B. Roberts, D. S.
Goodman (Eds.), The Retinoids, Academic Press, New York, pp. 1–39.
Gregori, C. 1., Kahn, A., Pichard, A. L., (1994). Activity of the rat liverspecific aldolase B promoter is restrained by HNF3. Nucleic. Acids.
Res. 22, 1242–1246.

How Retinoic Acid Regulates Gene Expression …

57

Gronostajski, R. M., (2000). Roles of the NFI/CTF gene family in
transcription and development. Gene 249, 31–45
Gronostajski, R. M., Adhya, S., Nagata, K., Guggenheimer, R. A.,
Hurwitz, J., (1985). Site-specific DNA binding of nuclear factor I:
analyses of cellular binding sites. Mol. Cell. Biol. 5, 964– 971.
Groupp, E. R., Crawford, N., Locker, J., (1998). Characterization of the
distal alpha-fetoprotein enhancer, a strong, long distance, liver-specific
activator. J. Biol. Chem. 269, 22178-22187.
Guan, X. J., Arhin, G., Leung, J., Tilghman, S. M., (1996). Linkage
between vitamin D-binding protein and alpha-fetoprotein in the mouse.
Mamm. Genome. 7, 103-106.
Guertin, M., LaRue, H., Bernier, D., Wrange, O., Chevrette, M., Gingras,
M. C., Belanger, L., (1988). Enhancer and promoter elements directing
activation and glucocorticoid repression of the alpha 1-fetoprotein
gene in hepatocytes. Mol. Cell. Biol. 8, 1398-1407.
Hammer, R. E., Krumlauf, R., Camper, S. A., Brinster, R. L., Tilghman, S.
M., (1987). Diversity of alpha-fetoprotein gene expression in mice is
generated by a combination of separate enhancer elements. Science.
235, 53–58.
Haourigui, M., Thobie, N., Martin, M. E., Benassayag, C., Nunez, E. A.,
(1992). In vivo transient rise in plasma free acids alters the functional
properties of alpha-fetoprotein. Biochim. Biophys. Acta. 1125, 157–
165.
Hashimoto, T., Nakano, Y., Morinaga, T., Tamaoki, T., (1992). A new
family of homeobox genes encoding multiple homeodomain and zinc
finger motifs. Mech. Devel. 39, 125-126.
Hellemans, K., Verbuyst, P., Quartier, E., Schuit, F., Rombouts, K.,
Chandraratna, R. A., Schuppan, D., Geerts, A., (2004). Differential
modulation of rat hepatic stellate phenotype by natural and synthetic
retinoids. Hepatology. 39, 97–108.
He, X. M., & Carter, D., (1992). Atomic structure and chemistry of human
serum albumin. Nature. 358, 209–215.

58

Ruiqin Jiao and Jen-Fu Chiu

Hosono, S., Lee, C. S., Chou, M. J., Yang, C. S., Shih, C. H., (1991).
Molecular analysis of the p53 alleles in primary hepatocellular
carcinomas and cell lines. Oncogene. 6, 237–243.
Huang, M. C., Li, K. K., Spear, B. T., (2002). The mouse alpha-fetoprotein
promoter is repressed in HepG2 hepatoma cells by hepatocyte nuclear
factor-3 (FOXA). DNA. Cell. Biol. 21, 561–569.
Hua, S., Kittler, R., White, K. P., (2009). Genomic antagonism between
retinoic acid and estrogen signaling in breast cancer. Cell. 137, 1259–
1271.
Hu, S., Zhang, M., Lv, Z., Bi, J., Dong, Y., Wen, J., (2007). Expression of
zinc-fingers and homeoboxes 2 in hepatocellular carcinogenesis: a
tissue microarray and clini-copathological analysis. Neoplasma. 54,
207–211.
Ikeda, K., & Kawakami, K., (1995). DNA binding through distinct
domains of zinc-finger -homeodomain protein AREB6 has different
effects on gene transcription. Eur. J. Biochem. 233, 73-82.
Ikeda, K., Halle, J. P., Stelzer, G., (1998). Meisterernst M, Kawakami K.
Involvement of negative cofactor NC2 in active repression by zinc
finger-homeodomain transcription factor AREB6. Mol. Cell. Biol. 18,
10-18.
Ing, N., & O’Malley, B., (1995). The steroid hormone receptor
superfamily: molecular mechanisms of action. In: Bruce, D. (Ed.),
Molecular Endocrinology: Basic Concepts and Clinical Correlations.
Raven Press, New York, pp. 195–215.
Irony-Tur-Sinai, M., Grigoriadis, N., Tsiantoulas, D., Touloumi, O.,
Abramsky, O., Brenner, T., (2009). Immunomodulation of EAE by
alpha-fetoprotein involves elevation of immune cell apoptosis markers
and the transcription factor FoxP3. J. Neurol. Sci. 279, 80–87.
Jacobson, H. I., Bennett, J. A., Mizejewski, G. J., (1990). Inhibition of
estrogen-dependent breast cancer growth by a reaction product of
alpha-fetoprotein and estradiol. Cancer. Res. 50, 415–420.
Jacobson, H. I., Thompson, V. D., Janerich, D. T., (1989). Multiple births
and maternal risk of breast cancer. Amer. J. Epidemiol. 129, 865–873.

How Retinoic Acid Regulates Gene Expression …

59

Jin, D. K., Vacher, J., Feuerman, M. H., (1998). a-fetoprotein gene
sequences mediating Afr2 regulation during liver regeneration. Proc.
Natl. Acad. Sci. USA. 95, 8767-8772.
Jin, D. K., & Feuerman, M. H., (1998). Genetic mapping of Afr2 (Rif):
regulator of gene expression in liver regeneration. Mamm. Genome. 9,
256–258.
Jin, J. R., Wen, P., Locker, J., (1995). Enhancer sharing in a plasmid model
containing the alpha-fetoprotein and albumin promoters. DNA. Cell.
Biol. 14, 267-272.
Kaestner, K. H., (2000). The hepatocyte nuclear factor 3 (HNF3 or FOXA)
family in metabolism. Trends. Endocrinol. Metab. 17, 281–285.
Kaestner, K. H., Hiemisch, H., Luckow, B., Schutz, G., (1994). The HNF3 gene family of transcription factors in mice: gene structure, cDNA
sequence, and mRNA distribution. Genomics. 20, 377-385.
Kang, G., Matsuura, E., Sakamoto, T., Sakai, M., Nishi, B., (2001).
Analysis of epitopes of mouse monoclonal antibodies against human
alpha-fetoprotein. Tumor. Biol. 22, 254–261.
Kawata, H., Yamada, K., Shou, Z., Mizutani, T., Yazawa, T., Yoshino, M.,
Sekiguchi, T., Kajitani, T., Miyamoto, K., (2003). Zinc-fingers and
homeoboxes (ZHX) 2, a novel member of the ZHX family, functions
as a transcriptional repressor. Biochem. J. 373, 747–757.
Kajiyama, Y., Tian, J., Locker, J., (2006). Characterization of distant
enhancers and promoters in the albumin-alpha-fetoprotein locus during
active and silenced expression. J. Biol. Chem. 281, 30122–30131.
Keng, V. W., Villanueva, A., Chiang, D. Y., Dupuy, A. J., Ryan, B. J.,
Matise, I., Silverstein, K. A., Sarver, A., Starr, T. K., Akagi, K.,
Tessarollo, L., Collier, L. S., Powers, S., Lowe, S. W., Jenkins, N. A.,
Copeland, N. G., Llovet, J. M., Largaespada, D. A., (2009). A
conditional transposon-based insertional mutagenesis screen for genes
associated with mouse hepatocellular carcinoma. Nat. Biotechnol. 27,
264–274.

60

Ruiqin Jiao and Jen-Fu Chiu

Kioussis, D., Eiferman, F., van de Rijn, P., Gorin, M. B., Ingram, R. S.,
Tilghman, S. M., (1981). The evolution of alpha-fetoprotein and
albumin. II. The structures of the alpha-fetoprotein and albumin genes
in the mouse. J. Biol. Chem. 256, 1960-1967.
Kishimoto, T., Kokura, K., Kumagai, Y., Makino, Y., Tamura, T., (1996).
HTF: A b-ZIP transcription factor that is closely related to the human
XBPrTREB5 and is activated by hepatocellular carcinoma in rats.
Biochem. Biophys. Res. Comm. 223, 746-751.
Kornblihtt, A. R., (2005). Promoter usage and alternative splicing. Curr.
Opin. Cell. Biol. 17, 262–268.
Kostich, W. A., & Sanes, J. R., (1995). Expression of zfh-4, a new member
of the zinc finger- homeodomain family, in developing brain and
muscle. Devel. Dyn. 202, 145-152.
Kuo, C. J., Conley, P. B., Chen, L., Sladek, F. M., Darnell, J. E., Jr.,
Crabtree, G. R., (1992). A transcriptional hierarchy involved in
mammalian cell-type specification. Nature. 355, 457-461.
Kurokawa, R., DiRenzo, J., Boehm, M., Sugarman, J., Gloss, B.,
Rosenfeld, M. G., Heyman, R. A., Glass, C. K., (1994). Regulation of
retinoid signalling by receptor polarity and allosteric control of ligand
binding. Nature. 371, 528–531.
Laderoute, M. P., & Pilarski, L. M., (1974). Inhibition of apoptosis by
alpha-fetoprotein (AFP) and role of AFP receptors in anti-cellular
senescence. Anticancer. Res. 14, 2429–2438.
Ladias, J. A., & Karathanasis, S. K., (1991). Regulation of the
apolipoprotein AI gene by ARP-1, a novel member of the steroid
receptor superfamily. Science. 251, 561-565.
Lahuna, O., Fernandez, L., Karlsson, H., Maiter, D., Lemaigre, F. P.,
Rousseau, G. G., Gustafsson, J., Mode, A., (1997). Expression of
hepatocyte nuclear factor 6 in rat liver is sex-dependent and regulated
by growth hormone. Proc. Natl. Acad. Sci. USA. 94, 12309-12313.
Lai, E., Prezioso, V. R., Smith, E., Litvin, O., Costa, R. H., Darnell, J. E.,
Jr., (1990). HNF-3A, a hepatocyte-enriched transcription factor of
novel structure is regulated transcriptionally. Genes Dev. 4, 14271436.

How Retinoic Acid Regulates Gene Expression …

61

Lai, Z. C., Fortini, M. E., Rubin, G. M., (1991). The embryonic expression
patterns of zfh-1 and zfh-2, two Drosophila genes encoding novel zincfinger homeodomain proteins. Mech. Devel. 34, 123-134.
Lai, Z. C., Rushton, E., Bate, M., Rubin, G. M., (1993). Loss of function of
the Drosophila zfh-1 gene results in abnormal development of
mesodermally derived tissues. Proc. Natl. Acad. Sci. U S A. 90, 41224126.
Landry, C., Clotman, F., Hioki, T., Oda, H., Picard, J. J., Lemaigre, F. P.,
Rousseau, G. G., (1997). HNF-6 is expressed in endoderm derivatives
and nervous system of the mouse embryo and participates to the crossregulatory network of liver-enriched transcription factors. Dev. Biol.
192, 247-257
Landschulz, W. H., Johnson, P. F., McKnight, S. L., (1988). The leucine
zipper: a hypothetical structure common to a new class of DNA
binding proteins. Science. 240, 1759-1764.
LaRosa, G. J., & Gudas, L. J., (1988). Early retinoic acid-induced F9
teratocarcinoma stem cell gene ERA-1: alternate splicing creates
transcripts for a homeobox-containing protein and one lacking the
homeobox. Mol. Cell. Biol. 8, 3906-3917.
Lau, J. S., Baumeister, P., Kim, E., Roy, B., Hsieh, T. Y., Lai, M., Lee, A.
S., (2000). Heterogeneous nuclear ribonucleoproteins as regulators of
gene expression through interactions with the human thymidine kinase
promoter. J. Cell. Biochem. 79, 395–406.
Laudet, V., & Gronemeyer, H., (2002). The nuclear receptor facts book.
Academic, San Diego.
Lazarevich, N. L., (2000). Molecular mechanisms of alpha-fetoprotein
gene expression. Biochemistry (Mosc). 65, 117-133.
Lee, K. C., Crowe, A. J., Barton, M. C., (1999). p53-mediated repression
of alpha-fetoprotein gene expression by specific DNA binding. Mol.
Cell. Biol. 19, 1279–1288.
Legraverend, C., Antonson, P., Flodby, P., Xanthopoulos, K. G., (1993).
High level activity of the mouse CCAAT/enhancer binding protein
(C/EBP alpha) gene promoter involves autoregulation and several
ubiquitous transcription factors. Nucleic. Acids. Res. 21, 1735-1742.

62

Ruiqin Jiao and Jen-Fu Chiu

Leid, M., Kastner, P., Chambon, P., (1992). Multiplicity generates
diversity in the retinoic acid signalling pathways. Trends. Biochem.
Sci. 17, 427-433.
Lemire, J. M., & Fausto, N., (1991). Multiple alpha-fetoprotein RNAs in
adult rat liver: cell type-specific expression and differential regulation.
Cancer. Res. 51, 4656-4664.
Lichenstein, H. S., Lyons, D. E., Wurfel, M. M., Johnson, D. A.,
McGinley, M. D., Leidle, J. C., Trollinger, D. B., Mayer, J. P., Wright,
S. D., Zukowski, M. M., (1994). Afamin is a new member of the
albumin, alpha-fetoprotein and vitamin D-binding protein gene family.
J. Biol. Chem. 269, 18149–18154.
Li, M. S., Li, H., Li, C., Wang, S., Wei, J., Liu, Z., Zhou, S., Liu, X.,
McNutt, M. A., Li, G., (2011). Alpha-fetoprotein: a new member of
intracellular signal molecules in regulation of the PI3K/AKT signaling
in human hepatoma cell lines. Int. J. Cancer. 128, 524–532.
Li, M. S., Li, H., Li, C., Zhou, S., Guo, L., Liu, H., Jiang, W., Liu, X., Li.,
P., McNutt, M. A., Li, G., (2009). Alpha fetoprotein is a novel proteinbinding partner for caspase-3 and blocks the apoptotic signaling
pathway in human hepatoma cells. Int. J. Cancer. 124, 2845–2854.
Li, M. S., Li, P. F., Yang, F. Y., He, S. P., Du, G. G., Li, G., (2002). The
intracellular mechanism of AFP promoting the proliferation of NIH
393 cells. Cell. Res. 12, 151–156.
Liotta, L., & Petricoin, E., (2000). Molecular profiling of human cancer.
Nat. Rev. Genet. 1, 48-56.
Liu, G., Clement, L. C., Kanwar, Y. S., Avila-Casado, C., Chugh, S. S.,
(2006). ZHX proteins regulate podocyte gene expression during the
development of nephrotic syndrome. J. Biol. Chem. 281, 39681–
39692.
Liu, H., Ren, H., Spear, B. T., (2010). The mouse alpha-albumin (afamin)
promoter is differentially regulated by hepatocyte nuclear factor 1alpha
and hepatocyte nuclear factor 1beta. DNA. Cell. Biol. 30, 137-147.
Liu, Y., & Chiu, J. F., (1994). Transactivation and repression of the alphafetoprotein gene promoter by retinoid X receptor and chicken

How Retinoic Acid Regulates Gene Expression …

63

ovalbumin upstream promoter transcription factor. Nucleic. Acids. Res.
22, 1079-1086.
Liu, Y., Chen, H., Chiu, J. F., (1994). Identification of a retinoic acid
response element upstream of the rat alpha-fetoprotein gene. Mol. Cell.
Endocrinol. 103, 149-156.
Liu, Y., Chen, H., Dong, J. M., Chiu, J. F., (1994). cis-acting elements in
5'-flanking region of rat alpha-fetoprotein mediating retinoic acid
responsiveness. Biochem. Biophys. Res. Commun. 205, 700-705.
Long, L., Davidson, J. N., Spear, B. T., (2004). Striking differences
between the mouse and human α-fetoprotein enhancers. Genomics. 83,
694–705.
Long, L., & Spear, B. T., (2004). FoxA proteins regulate H19 endoderm
enhancer E1 and exhibit developmental changes in enhancer binding in
vivo. Mol. Cell. Biol. 24, 9601-9609.
Lorenzo, H. G., Geuskens, M., Macho, A., Lachkar, S., Verdiere-Sahuque,
M., Pineiro, A., Uriel, J., (1996). Alpha-fetoprotein binding and uptake
by primary cultures of human skeletal muscle. Tumour. Biol. 17, 251–
260.
Lu, C. Y., Changelian, P. S., Unanue, E. R., (1984). Alpha-fetoprotein
inhibits macrophage expression of Ia antigens. J. Immunol. 132, 1722–
1727.
Luft, A. J., & Loscheider, F. L., (1983). Structural analysis of human and
bovineα-fetoprotein by electron microscopy, image processing and
circular dichroism. Biochemistry. 22, 5971–5978.
Lv, Z., Zhang, M., Bi, J., Xu, F., Hu, S., Wen, J., (2006). Promoter
hypermethylation of a novel gene, ZHX2, in hepatocellular carcinoma.
Amer. J. Clin. Path. 125, 740–746.
Mader, S., Chen, J. Y., Chen, Z., White, J., Chambon, P., Gronemeyer, H.,
(1993). The patterns of binding of RAR, RXR and TR homo- and
heterodimers to direct repeats are dictated by the binding specificites
of the DNA binding domains. EMBO. J. 12, 5029–5041.
Marletaz, F., Holland, L. Z., Laudet, V., Schubert, M., (2006). Retinoic
acid signaling and the evolution of chordates. Int. J. Biol. Sci. 2, 38–
47.

64

Ruiqin Jiao and Jen-Fu Chiu

Mason, S., Piper, M., Gronostajski, R. M., Richards, L. J., (2009). Nuclear
factor one transcription factors in CNS development. Mol. Neurobiol.
39, 10–23.
Matsuura, E., Kang, Y., Katikawa, H., Ogata, P., Kotani, T., Ohtaki, S.,
Nishi, S., (1999). Modulation of T-cell function by alpha-fetoprotein.
An in vivo study on porcine thyroid peroxidase induced experimental
autoimmune thyroiditis in transgenic mice producing human alphafetoprotein. Tumor. Biol. 20, 162–171.
McLeod, J. F., & Cooke, N. E., (1989). The vitamin D-binding protein,
alpha-fetoprotein, albumin multigene family: Detection of transcripts
in multiple tissues. J. Biol. Chem. 264, 21760–21769.
McVey, J. H., Michaelides, K., Hansen, L. P., Ferguson-Smith, M.,
Tilghman, S., Krumlauf, R., Tuddenham, E. G., (1993). A G to A
substitution in an HNF-1 binding site in the human a-fetoprotein gene
is associated with hereditary persistence of α-fetoprotein (HPAFP).
Human. Mole. Genet. 2, 379–384.
Meisterernst, M., Gander, I., Rogge, L., Winnacker, E. L., (1988). A
quantitative analysis of nuclear factor I/DNA interactions. Nucleic.
Acids. Res. 16, 4419–4435.
Mendel, D. B., Hansen, L. P., Graves, M. K., Conley, P. B., Crabtree, G.
R., (1991). HNF-1α and HNF-1β (vHNF-1) share dimerization and
homeo domains, but not activation domains, and form heterodimers in
vitro. Genes. Dev. 5, 1042–1056.
Milligan, S. R., Khan, O., Nash, M., (1998). Competitive binding of
xenobiotic oestrogens to rat alpha-fetoprotein and sex steroid binding
proteins in human and rainbow trout (Oncorhynchus mykiss) plasma.
J. Comp. Endocrinol. 112, 89–95.
Mizejewski, G. J., (1995). The phylogeny of alpha-fetoprotein in
vertebrates: survey of biochemical and physiological data. Crit. Rev.
Eucaryot. Gene. Expr. 5, 281–316.
Mizejewski, G. J., (1997). Alpha-fetoprotein as a biologic response
modifier: relevance to domain and subdomain structure. Proc. Soc.
Exp. Biol. Med. 215, 333–362.

How Retinoic Acid Regulates Gene Expression …

65

Mizejewski, G. J., Vonnegut, M., Jacobson, H. I., (1983). Estradiolactivated alpha-fetoprotein suppresses the uteroptropic response to
estrogens. Proc. Natl. Acad. Sci. USA. 80, 2733–2737.
Moore, M. J., & Proudfoot, N. J., (2009). Pre-mRNA processing reaches
back to transcription and ahead to translation. Cell. 136, 688–700.
Morinaga, T., Sakai, M., Wegmann, T. G., Namaoki, T., (1983). Primary
structure of human alpha-fetoprotein and its mRNA. Proc. Natl. Acad.
Sci. USA. 80, 4604–4608.
Moro, R., Tamaoki, T., Wegmann, T. J., Longnecker, B. M., Laderoute, M.
P., (1993). Monoclonal antibodies directed against a widespread
oncofetal antigen: the alpha-fetoprotein receptor. Tumor. Biol. 14,
116–130.
Murphy, S. P., Garbern Odenwald, W. F., Lazzarini, R. A., Linney, E.,
(1988). Differential expression of the homeobox gene Hox-1.3 in F9
embryonal carcinoma cells. Proc. Natl. Acad. Sci. USA. 85, 5587–
5591.
Murtagh, J., Martin, F., Gronostajski, R. M., (2003). The nuclear factor I
(NFI) gene family in mammary gland development and function. J.
Mammary. Gland. Biol. Neoplasia. 8, 241-254.
Nagata, K., Guggenheimer, R. A., Enomoto, T., Lichy, J. H., Hurwitz, J.,
(1982). Adenovirus DNA replication in vitro: identification of a host
factor that stimulates synthesis of the preterminal protein-dCMP
complex. Proc. Natl. Acad. Sci. USA. 79, 6438–6442
Nagata-Tsubouchi, Y., Ido, A., Uto, H., Numata, M., Moriuchi, A., Kim,
I., Hasuike, S., Nagata, K., Sekiya, T., Hayashi, K., Tsubouchi, H.,
(2005). Molecular mechanisms of hereditary persistence of alphafetoprotein (AFP) in two Japanese families. A hepatocyte nuclear
factor-1 site mutation leads to induction of the AFP gene expression in
adult livers. Hepatol. Res. 31, 79-87.
Nahon, J. L., Tratner, I., Poliard, A., Presse, F., Poiret, M., Gal, A., SalaTrepat, J. M., Legres, L., Feldmann, G., Bernuau, D., (1988). Albumin
and alpha-fetoprotein gene expression in various nonhepatic rat tissues.
J. Biol. Chem. 263, 11436-11442.

66

Ruiqin Jiao and Jen-Fu Chiu

Nakabayashi, H., Hashimoto, T., Miyao, Y., Tjong, K. K., Chan, J.,
Tamaoki, T., (1991). A position-dependent silencer plays a major role
in repressing alpha-fetoprotein expression in human hepatoma. Mol.
Cell. Biol. 11, 5885-5893.
Nakata, K., Motomura, M., Nakabayashi, H., Ido, A., Tamaoki, T., (1992).
A possible mechanism of inverse developmental regulation of alphafetoprotein and albumin genes. Studies with epidermal growth factor
and phorbol ester. J. Biol. Chem. 267, 1331-1334.
Naval, J., Villacampa, M. J., Goguel, A. F., Uriel, J., (1986). Cell-typespecific receptors for alpha-fetoprotein in a mouse T-lymphoma cell
line. Proc. Natl. Acad. Sci. USA. 82, 3301–3304.
Newby, D., Dalgliesh, G., Lyall, F., Aitken, D. A., (2005). Alphafetoprotein and alpha-fetoprotein receptor expression in the normal
human placenta at term. Placenta. 26, 190–200.
Nishi, S., Matsue, H., Yoshida, H., Yamamoto, R., Sakai, M., (1991).
Localization of estrogen-binding site of alpha-fetoprotein in chimeric
human-rat proteins. Proc. Natl. Acad. Sci USA. 88, 3102–3105.
Peck, A. B., Murgita, R. A., Wigzell, H., (1982). Cellular and genetic
restrictions in the immunoregulatory activity of α-fetoprotein. III. Role
of the MLC-stimulating cell of α-fetoprotein induced suppression of T
cell-mediated cytotoxicity. J. Immunol.128, 1134–1140.
Perlmann, T., Rangarajan, P. N., Umesono, K., Evans, R. M., (1993).
Determinants for selective RAR and TR recognition of direct repeat
HREs. Genes. Dev. 7, 1411–1422.
Perlmann, T., Umesono, K., Rangarajan, P. N., Forman, B. M., Evans, R.
M., (1996). Two distinct dimerization interfaces differentially
modulate target gene specificity of nuclear hormone receptors. Mol.
Endocrinol. 10, 958–966.
Perincheri, S., Dingle, R. W., Peterson, M. L., Spear, B. T., (2005).
Hereditary persistence of alpha- fetoprotein and H19 expression in
liver of BALB/cJ mice is due to a retrovirus insertion in the Zhx2
gene. Proc. Natl. Acad. Sci. USA.102, 396–401.
Petropoulos, C. J., Yaswen, P., Panzica, M., Fausto, N., (1985). Cell
lineages in liver carcinogenesis: possible clues from studies of the

How Retinoic Acid Regulates Gene Expression …

67

distribution of alpha-fetoprotein RNA sequences in cell populations
isolated from normal, regenerating, and preneoplastic rat livers.
Cancer. Res. 45, 5762-5768.
Peyton, D. K., Huang, M-C., Giglia, M. A., Hughes, N. K., Spear, B. T.,
(2000). The alpha- fetoprotein promoter is the target of Afr1-mediated
postnatal repression. Genomics. 63, 173–80.
Postigo, A. A., Sheppard, A. M., Mucenski, M. L., Dean, D. C., (1997). CMyb and Ets proteins synergize to overcome transcriptional repression
by ZEB. EMBO. J. 16, 3924-3934.
Powell, D. R., & Suwanichkul, A., (1993). HNF1 activates transcription of
the human gene for insulin-like growth factor binding protein-1. DNA.
Cell. Biol. 12, 283-289.
Predki, P. F., Zamble, D., Sarkar, B., Giguere, V., (1994). Ordered binding
of retinoic acid and retinoid-X receptors to asymmetric response
elements involves determinants adjacent to the DNA-binding domain.
Mol. Endocrinol. 8, 31–39.
Pucci, P., Siliciano, R., Malorni, A., Marino, G., Tecce, M. F., Ceccarini,
C., et al. (1991). Human alpha-fetoprotein primary structure: a mass
spectrometric study. Biochemistry. 30, 5061–5066.
Ramesh, T., Ellis, A. W., Spear, B. T., (1995). Individual mouse αfetoprotein enhancer elements exhibit different patterns of tissuespecific and hepatic position-dependent activity. Mol. Cell. Biol. 15,
4947–4955.
Rey-Campos, J., Chouard, T., Yaniv, M., Cereghini, S., (1991). vHNF1 is
a homeoprotein that activates transcription and forms heterodimers
with HNF1. EMBO. J. 10, 1445-1457.
Rouet, P., Raguenez, G., Tronche, F., Mfou'ou, V., Salier, J. P., (1995).
Hierarchy and positive/negative interplays of the hepatocyte nuclear
factors HNF-1, -3 and -4 in the liver-specific enhancer for the human
alpha-1-microglobulin/bikunin precursor. Nucleic. Acids. Res. 23, 395404.
Ryan, S. C., Zielinski, R., Dugaiczyk, A., (1991). Structure of the gorilla
alpha-fetoprotein gene and the divergence of primates. Genomics. 9,
60-72.

68

Ruiqin Jiao and Jen-Fu Chiu

Sagami, I., Tsai, S. Y., Wang, H., Tsai, M. J., O'Malley, B. W., (1986).
Identification of two factors required for transcription of the ovalbumin
gene. Mol. Cell. Biol. 6, 4259-4267.
Sala-Trepat, J. M., Dever, J., Sargent, T. D., Thomas, K., Sell, S., Bonner,
J., (1979). Changes in expression of albumin and alpha-fetoprotein
genes during rat liver development and neoplasia. Biochemistry. 18,
2167-2178.
Sakata, N., Hemmi, K., Kawaguchi, M., Miura, Y., Noguchi, S., Ma, D.,
Sasahara, M., Kato, T., Hori, M., Tamaoki, T., (2000). The mouse zfh4 protein contains four homeodomains and twenty-two zinc fingers.
Biochem. Biophys. Res. Comm. 273, 686-693
Samuelsson, L., Strömberg, K., Vikman, K., Bjursell, G., Enerbäck, S.,
(1991). The CCAAT/ enhancer binding protein and its role in
adipocyte differentiation: evidence for direct involvement in terminal
adipocyte development. EMBO. J. 10, 3787-3793.
Sargent, T. D., Jagodzinski, L., Yang, M., Bonner, J., (1981). Fine
structure and evolution of the rat serum albumin gene. Mol. Cell. Biol.
1, 871-883.
Schüle, R., Umesono, K., Mangelsdorf, D. J., Bolado, J., Pike, J. W.,
Evans, R. M., (1990). Jun-Fos and receptors for vitamins A and D
recognize a common response element in the human osteocalcin gene.
Cell. 61, 497-504.
Scohy, S., Gabant, P., Szpirer, C., Szpirer, J., (2000). Identification of an
enhancer and an alternative promoter in the first intron of the alphafetoprotein gene. Nucleic. Acids. Res. 28, 3743-3751.
Scott, R. W., & Tilghman, S. M., (1983). Transient expression of a mouse
alpha-fetoprotein minigene: deletion analyses of promoter function.
Mol. Cell. Biol. 3, 1295-1309.
Scott, R. W, Vogt, T. F, Croke, M. E., Tilghman, S. M., (1984). Tissuespecific activation of a cloned alpha-fetoprotein gene during
differentiation of a transfected embryonal carcinoma cell line. Nature.
310, 562-567.
Sekido, R., Mura, K., Funahashi, J., Kamachi, Y., Fujisawa, S. A., Nabeshima, Y., Kondoh, H., (1994). The d-crystallin enhacner-binding

How Retinoic Acid Regulates Gene Expression …

69

protein EF1 is repressor of E2-box-mediated gene activation. Mol.
Cell. Biol. 14, 5692-5700.
Shehata, M. A., Nosseir, H. R., Nagy, H. M., Farouk, G., (2006). Cyclin
dependent kinase inhibitor p27(kip1) expression and subcellular
localization in relation to cell proliferation in heap to cellular
carcinoma. Egypt. J. Immunol. 13, 115–130.
Shen, H., Luan, F., Liu, H., Gao, L., Liang, X., Zhang, L., Sun, W., Ma, C.,
(2008). ZHX2 is a repressor of alpha-fetoprotein expression in human
hepatoma cell lines. J. Cell. Mol. Med. 12, 2772–2780.
Shim, E. Y., Woodcock, C., Zaret, K. S., (1998). Nucleosome positioning
by the winged helix transcription factor HNF3. Genes. Dev. 12, 5–10.
Silver, L. M., Martin, G. R., Strickland, S., (1983). Teratocarcinoma stem
cells. Cold Spring Harbor, NY: Cold Spring Harbor Laboratory Press.
Sladek, F. M., Zhong, W. M., Lai, E., Darnell, J. E., Jr., (1990). Liverenriched transcription factor HNF-4 is a novel member of the steroid
hormone receptor superfamily. Genes. Dev. 4, 2353-2365.
Smith, W. C., Nakshatri, H., Leroy, P., Rees, J., Chambon, P., (1991). A
retinoic acid response element is present in the mouse cellular retinol
binding protein I (mCRBPI) promoter. EMBO. J. 10, 2223–2230.
Soloff, M. S., Swartz, S. K., Pearlmutter, F., Kithier, K., (1972). Binding
of 17-β-estradiol by variants of alpha-fetoprotein in rat amniotic fluid.
Biochim. Biophys. Acta. 427, 644–651.
Song, Y. H., Ray, K., Liebhaber, S. A., Cooke, N. E., (1998). Vitamin Dbinding protein gene transcription is regulated by the relative
abundance of hepatocyte nuclear factors 1alpha and 1beta. J. Biol.
Chem. 273, 28408-28418.
Song, Y. H., Naumova, A. K., Liebhaber, S. A., Cooke, N. E., (1999).
Physical and meiotic mapping of the region of human chromosome
4q11-q13 encompassing the vitamin D binding protein DBP/Gcglobulin and albumin multigene cluster. Genome. Res. 9, 581-587.
Soprano, D. R., & Blaner, W. S., (1994). Plasma retinol-binding protein,
in: M. B. Sporn, A. B. Roberts, D. S. Goodman (Eds.), The Retinoids:
Biology, Chemistry, and Medicine, Raven Press, Ltd., New York, pp.
257–282.

70

Ruiqin Jiao and Jen-Fu Chiu

Spear, B. T., Jin, L., Ramasamy, S., Dobierzewska, A., (2006).
Transcriptional control in the mammalian liver: liver development,
perinatal repression, and zonal gene regulation. Cell. Mol. Life. Sci. 63,
2922–2938.
Strickland, S., & Mahdavi, V., (1978). The induction of differentiation in
teratocarcinoma stem cells by retinoic acid. Cell. 15, 393–409.
Suzuki, Y., Zeng, C. Q. Y., Alpert, E., (1992). Isolation and partial
characterization of a specific alpha-fetoprotein receptor on human
monocytes. J. Clin. Invest. 90, 1530–1536.
Taketa, K., (1998). Characterization of sugar chain structures of human
AFP by lectin affinity electrophoresis. Electrophoresis. 19, 1774–
1779.
Taraviras, S., Monaghan, A. P., Schutz, G., Kelsey, G., (1994).
Characterization of the mouse HNF-4 gene and its expression during
mouse embryogenesis. Mech. Dev. 48, 67-79.
Tatarinov, Yu. S., (1963). Detection of embryospecific alpha-globulin in
serum of patients with primary liver cancer. In 1st All-Union Biochem
Cong Abstr Book. 2:274. Moscow-Leningrad.
Tay, N., Chan, S. H., Ren, E. C., (1992). Identification and cloning of a
novel heterogeneous nuclear ribonucleoprotein C-like protein that
functions as a transcriptional activator of the hepatitis B virus enhancer
II. J. Virol. 66, 6841–6848.
Terentiev, A. A., & Moldogazieva, N. T., (2013). Alpha-fetoprotein: a
renaissance. Tumour. Biol. 34 (4), 2075-2091.
Thomassin, H., Hamel, D., Bernier, D., Guertin, M., Belanger, L., (1992).
Molecular cloning of two C/EBP-related proteins that bind to the
promoter and the enhancer of the alpha 1-fetoprotein gene. Further
analysis of C/EBP beta and C/EBP gamma. Nucleic. Acids. Res. 20,
3091-3098.
Tian, J. M., & Schibler, U., (1991). Tissue-specific expression of the gene
encoding hepatocyte nuclear factor 1 may involve hepatocyte nuclear
factor 4. Genes. Dev. 5, 2225-2234.

How Retinoic Acid Regulates Gene Expression …

71

Tilghman, S. M., & Belayew, A., (1982). Transcriptional control of the
murine albumin/alpha- fetoprotein locus during development. Proc.
Natl. Acad. Sci. USA. 79, 5254-5257.
Toder, V., Bland, M., Gold-Gefter, L., Nebel, J., (1983). The effect of
alpha- fetoprotein on the growth of placental cells in vitro. Placenta. 4,
79–86.
Tolnay, M., Baranyi, L., Tsokos, G. C., (2000). Heterogeneous nuclear
ribonucleoprotein D0 contains transactivator and DNA-binding
domains. Biochem. J. 348, 151–158.
Torres, J. M., Geuskens, M., Uriel, J., (1992). Activated human T
lymphocytes express albumin binding proteins which cross-react with
alpha- fetoprotein. Eur. J. Cell. Biol. 57, 222–228.
Torres, J. M., Laborda, J., Naval, J., Darracq, N., Calvo, M., Mishal, Z.,
Uriel, J., (1989). Expression of alpha- fetoprotein receptors by human
T-lymphocytes during blastic transformation. Mol. Immunol. 26, 851–
857.
Toublanc, J. E., Ingrand, J., Megarbane, M., Fulla, Y., Rives, S., (1994). αFetoprotein in congenital hypothyroidism before and during treatment.
Arch. Pediatr. 1, 872–878.
Tronche, F., Ringeisen, F., Blumenfeld, M., Yaniv, M., Pontoglio, M.,
(1997). Analysis of the distribution of binding sites for a tissue-specific
transcription factor in the vertebrate genome. J. Mol. Biol. 266, 231245.
Tsutsumi, C., Okuno, M., Tannous, L., Piantedosi, R., Allan, M.,
Goodman, D. S., Blaner, W. S., (1992). Retinoids and retinoid-binding
protein expression in rat adipocytes. J. Biol. Chem. 267, 1805–1810.
Tyner, A. L., Godbout, R., Compton, R. S., Tilghman, S. M., (1990). The
ontogeny of alpha-fetoprotein gene expression in the mouse
gastrointestinal tract. J. Cell. Biol. 110, 915-927.
Umek, R. M., Friedman, A. D., McKnight, S. L., (1991). CCAATenhancer binding protein: a component of a differentiation switch.
Science. 251, 288-292.

72

Ruiqin Jiao and Jen-Fu Chiu

Uriel, J., Bouillon, D., Aussel, C., Dupiers, M., (1976). Alpha-fetoprotein:
the major high affinity estrogen binder in rat uterine cytosols. Proc.
Natl. Acad. Sci. USA. 75, 1452–1456.
Uriel, J., Bouillon, D., Dupiers, M., (1975). Affinity chromatography of
human, rat and mouse alpha-fetoprotein on estradiol-sepharose
adsorbents. FEBS. Lett. 53, 305–308.
Uriel, J., de Nechaut, B., Dupiers, M., (1972). Estrogen-binding properties
of rat, mouse and man fetospecific serum protein. Demonstration by
immuno-autoradiographic methods. Biochem. Biophys. Res. Commun.
46, 1175–1180.
Uriel, J., Naval, J., Laborda, J., (1987). Alpha-Fetoprotein-mediated
transfer of arachidonic acid into cultured cloned cells derived from a
rat rhabdomyosarcoma. J. Biol. Chem. 262, 3579–3585.
Uriel, J., Trojan, J., Moro, R., Pineiro, A., (1983). Intracellular uptake of αfetoprotein: a marker of neural differentiation. Ann. N. Y. Acad. Sci.
417, 321–329.
Uversky, V. N., Kirkitadze, M. D., Narizhneva, N. V., Potekhin, S. A.,
Tomashevsky, A. Y., (1995). Structural properties of alpha-fetoprotein
from human cord serum: the protein molecule at lowpH possessesall
the properties of the molten globule. FEBS. Letts. 364, 165–167.
Uversky, V. N., Narizhneva, N. V., Ivanova, T. V., Tomashevski, A. Y.,
(1997) Rigidity of human alpha-fetoprotein tertiary structure is under
ligand control. Biochemistry. 36, 13638–13645.
Uversky, V. N., Narizhneva, N. V., Ivanova, T. V., Kirkitadze, M. D.,
Tomashevsky, A. Y., (1997). Ligand-free form of human alphafetoprotein: evidence for the molten globule state. FEBS. Letts. 410,
280–284.
Vacher, J., & Tilghman, S. M., (1990). Dominant negative regulation of
the mouse alpha- fetoprotein gene in adult liver. Science. 250, 17321735.
Vacher, J., Camper, S. A., Krumlauf, R., Compton, R. S., Tilghman, S. M.,
(1992). raf regulates the postnatal repression of the mouse αfetoprotein gene at the posttranscriptional level. Mol. Cell. Biol. 12,
856–64.

How Retinoic Acid Regulates Gene Expression …

73

Valette, G., Vranckx, R., Martin, M. E., Benassayag, C., Nunez, E. A.,
(1989). Conformational changes in rodent and human alphafetoprotein: influence of fatty acids. Biochim. Biophys. Acta. 997, 302–
312.
Velculescu, V. E., Madden, S. L., Zhang, L., Lash, A. E., Yu, J., Rago, C.,
Lal, A., et al. (1999). Analysis of human transcriptomes. Nat. Genet.
23, 387-388.
Villacampa, M. J., Moro, R., Naval, J., Failly-Crepin, C., Lampreave, F.,
Uriel, J., (1984). Alpha-fetoprotein receptors in a human breast cancer
cell line. Biochem. Biophys. Res. Commun. 122, 1322–1327.
VMeVey, J. H., Michaelides, K., Hansen, L. P., Ferguson-Smith, M.,
Tilghman, S., Krumlauf, R., Tuddenham, E. G. D., (1993). A G to A
substitution in an HNF-1 binding site in the human a -fetoprotein gene
is associated with hereditary persistence of a -fetoprotein HPAFP.
Hum. Mol. Genet. 2, 379-384.
Wagner, B. J., DeMaria, C. T., Sun, Y., Wilson, G. M., Brewer, G., (1998).
Structure and genomic organization of the human AUF1 gene:
Alternative pre-mRNA splicing generates four protein isoforms.
Genomics. 48, 195–202.
Wang, L. H., Tsai, S. Y., Cook, R. G., Beattie, W. G., Tsai, M. J.,
O'Malley, B. W., (1989). COUP transcription factor is a member of the
steroid receptor superfamily. Nature. 340, 163-166.
Wang, X. W., & Xu, B., (1998). Stimulation of tumor-cell growth by
alpha-fetoprotein. Int. J. Cancer. 75, 596–599.
Wang, X. W., & Xie, H., (1999). Alpha-fetoprotein enhances the
proliferation of human hepatoma cells in vitro. Life. Sci. 64, 17–23.
Wan, Y. J., & Chou, J. Y., (1989). Expression of the alpha-fetoprotein
gene in adult rat liver. Arch. Biochem. Biophys. 270, 267-276.
Watanabe, T., Jimenez-Molina, J. L., Chou, J. Y., (1992). Characterization
of a rat variant alpha- fetoprotein. Biochem. Biophys. Res. Commun.
185, 648-656.
Watanabe, Y., Kawakami, K., Hirayama, Y., Nagano, K., (1993).
Transcription factors positively and negatively regulating the Na, KATPase a1 subunit gene. J. Biochem. 114, 849-855.

74

Ruiqin Jiao and Jen-Fu Chiu

Weigel D, & Jäckle H., (1990). The fork head domain: a novel DNA
binding motif of eukaryotic transcription factors? Cell. 63, 455-456.
Welm, A. L., Timchenko, N. A., Darlington, G. J., (1999). C/EBPalpha
regulates generation of C/EBPbeta isoforms through activation of
specific proteolytic cleavage. Mol. Cell. Biol. 19, 1695-1704.
Wen, P., Crawford, N., Locker, J., (1993). A promoter-linked coupling
region required for stimulation of alpha-fetoprotein transcription by
distant enhancers. Nucleic. Acids. Res. 21, 1911-1918.
Wen, P., Groupp, E. R., Buzard, G., Crawford, N., Locker, J., (1991).
Enhancer, repressor, and promoter specificities combine to regulate the
rat alpha-fetoprotein gene. DNA. Cell. Biol. 10, 525-536.
White, E. J., Brewer, G., Wilson, G. M., (2013). Post-transcriptional
control of gene expression by AUF1: mechanisms, physiological
targets, and regulation. Biochim. Biophys. Acta. 1829, 680-688.
Williams, T. M., Moolten, D., Burlein, J., Romano, J., Bhaerman, R.,
Godillot, A., Mellon, M., Rauscher, F. J. 3rd., Kant, J. A., (1991).
Identification of a zincfinger protein that inhibits IL-2 gene expression.
Science. 254, 1791-1794.
Wilson, G. M., & Brewer, G., (1999). The search for trans-acting factors
controlling messenger RNA decay. Prog. Nucleic. Acid. Res. Mol.
Biol. 62, 257–291.
Wright, C. V., (1991). Vertebrate homeobox genes. Curr. Opin. Cell. Biol.
3, 976-982.
Xanthopoulos, K. G., & Mirkovitch, J., (1993). Gene regulation in rodent
hepatocytes during development, differentiation and disease. Eur. J.
Biochem. 216, 353-360.
Xie, Z., Zhang, H., Tsai, W., Zhang, Y., Du, Y., Zhong, J., Szpirer, C.,
Zhu, M., Cao, X., Barton, M. C., Grusby, M. J., Zhang, W. J., (2008).
Zinc finger protein ZBTB20 is a key repressor of alpha-fetoprotein
gene transcription in liver. Proc. Natl. Acad. Sci. USA. 105, 10859–
10864.
Yachnin, S., (1976). Demonstration of the inhibitory effect of human AFP
on in vitro transformation of human lymphocytes. Proc. Nat. Acad.
Sci. USA. 73, 2857–2860.

How Retinoic Acid Regulates Gene Expression …

75

Yachnin, S., (1983). The immunosuppressive properties of α-fetoprotein: a
brief overview. Ann. N. Y. Acad. Sci. 417, 105–107.
Yamada, K., Kawata, H., Shou, Z., Hirano, S., Mizutani, T., Yazawa, T.,
Sekiguchi, T., Yoshino, M., Kajitani, T., Miyamoto, K., (2003).
Analysis of zinc-fingers and homeoboxes (ZHX)-1-interacting
proteins: molecular cloning and characterization of a member of the
ZHX family, ZHX3. Biochem. J. 373, 167–178.
Yanagitani, S., Yamada, S., Yasui, T., Shimomura, R., Murai, Y.,
Murawaki, K., Hashiguchi, T., Kanbe, T., Saeki, M., Ichiba, Y.,
Tanabe, Y., Yoshida, S., Morino, A., Kurimasa, N., Usuda, H.,
Yamazaki, T., Kunisada, H., Ito, G., Shiota., (2004). Retinoic acid
receptor alpha dominant negative form causes steatohepatitis and liver
tumors in transgenic mice. Hepatology. 40, 366–375.
Zaret, K. S., (1995). Nucleoprotein architecture of the albumin
transcriptional enhancer. Semin. Cell. Biol. 6, 209-218.
Zechel, C., Shen, X. Q., Chambon, P., Gronemeyer, H., (1994).
Dimerization interfaces formed between the DNA binding domains
determine the cooperative binding of RXR/RAR and RXR/TR
heterodimers to DR5 and DR4 elements. EMBO. J. 13, 1414–1424.
Zechel, C., Shen, X. Q., Chen, J. Y., Chen, Z. P., Chambon, P., Gronemeyer, H., (1994). The dimerization interfaces formed between the
DNA binding domains of RXR, RAR and TR determine the binding
specificity and polarity of the full-length receptors to direct repeats.
EMBO. J. 13, 1425–1433.
Zhang, D. E., Ge, X., Rabek, J. P., (1991). Papaconstantinou J. Functional
analysis of the transacting factor binding sites of the mouse αfetoprotein proximal promoter by site-directed mutagenesis. J. Biol.
Chem. 266, 21179–21185.
Zhang, W., Mi, J., Li, N., Sui, L., Wan, T., Zhang, J., Chen, T., Cao, X.,
(2001). Identification and characterization of DPZF, a novel human
BTB/POZ zinc finger protein sharing homology to BCL-6. Biochem.
Biophys. Res. Commun. 282, 1067–1073.

76

Ruiqin Jiao and Jen-Fu Chiu

Zhang, X. K., Dong, J. M., Chiu, J. F., (1991). Regulation of alphafetoprotein gene expression by antagonism between AP-1 and the
glucocorticoid receptor at their overlapping binding site. J. Biol. Chem.
266, 8248-8254.
Zhou, T. B., Qin, Y. H., (2012). The potential mechanism for the different
expressions of gelatinases induced by all-trans retinoic acid in different
cells. J. Recept. Signal. Transduct. Res. 32, 129–133.
Zhou, T. B., Qin, Y. H., Lei, F. Y., Su, L. N., Zhao, Y. J., Huang, W, F.,
(2011). All-trans retinoic acid regulates the expression of
apolipoprotein E in rats with glomerulosclerosis induced by
Adriamycin. Exp. Mol. Pathol. 90, 287–294.
Zizkovsky, V., Strop, P., Korcakova, J., Havranova, M., Mikes, F., (1983).
Fluorescence spectroscopy, fluorescence polarization and circular
dichroism in studies of pH-dependent changes in the alpha-fetoprotein
molecule. Ann. N. Y. Acad. Sci. 417, 49–56.

